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Family

Alphaproteobacteria_unclassified

M Bacteria_unclassified
Campylobacteraceae

M Enterobacteriaceae
Flavobacteriaceae -

I Gammaproteobacteria_unclassified
Nitrosopumilaceae

[ Other . N
Proteobacteria_unclassified

Il Pseudoalteromonadaceae
Pseudomonadaceae

M Rhodobacteraceae



