Supplementary Figure 9
EBNA-2 "CTC" insertion compared to geography. EBNA-2 phylogenetic
tree coloured a) by country of origin, b) and by subtypes defined by the
presence/absence and form of the "CTC" insertion.
BHRF1 typing. BHRF1 maximum likelihood phylogenetic tree coloured
by country of origin and BHRF1 type.
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