Supplementary Figure 4
Supertrees per gene class. Supertree generated by combining the
phylogenies a) Latent genes, and b) lytic genes. The strain labels are
coloured by country of origin. The countries of the same continent are
coloured by different shades of the same colour. The new sequences
produced in this study are identified by black asterisks. Nodes with
bootstraps values higher than 0.5 are indicated with a red circle.
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