Detected biomarkers by LEfSe analyses

LEfSe was used for comparing characteristic taxonomy among Han to non-Han in all groups; Hans to
another Hans in different location; non-Hans to another non-Hans in different location; Hans to
non-Hans in same location. Finally, biomarkers were obtained by four steps as follow.

Step 1: the Kruskall-Wallis test analyzes all features, testing whether the values in different classes are
differentially distributed. Features violating the null hypothesis are further analyzed in Step 2. The
significant threshold of pvalue < 0.05 in Kruskall-Wallis test.

Step 2: the pairwise Wilcoxon test checks whether all pairwise comparisons between subclasses within
different classes significantly agree with the class level trend. The significant threshold of pvalue <
0.05 in Wilcoxon test.

Step 3: the resulting subset of vectors is used to build a Linear Discriminant Analysis model from
which the relative difference among classes is used to rank the features. The final output thus consists
of a list of features that are discriminative with respect to the classes, consistent with the subclass
grouping within classes, and ranked according to the effect size with which they differentiate classes.
The significant threshold of LDA SCORE(logl0) > 2.

Step 4: Based on Step 3, the representative biomakers of Hans in a certain location must be the largest
or smallest in all different locations, and there are significant differences compared with other locations.
Similarly, the representative biomakers of non-Hans in a certain location must be the largest or smallest

in all different locations, and there are significant differences compared with other locations.

Results as follow:

Differences are represented in the color of the most abundant class (Red and green represent different
geographic location or ethnicity); LEfSe provides features that were differential among conditions of
interest with statistical and biological significance, ranking them according to the effect size.

Hans to another Hans in different location: Pages 2-22

non-Hans to another non-Hans in different location: Pages 23-43

Hans to non-Hans in same location: Pages 44-50
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Trepéonema_z
Fusob:acterium
Fusobac:teriaceae
Fusdbacteriia
Fusiobacteria
Fusobacteriales
Bacillales
ECarnobac.teriaceae
Clostrldlales Famlly Xl
Sulfurlmonas
Thlovulaceae
Prevotella 1]
Ignatzschlnerla
Oceanoé_;pirillales
Tfissierella
Planococcaceae
Mora%(ellaceae
Cytophagales
Tric:hococcus
Rhodobfacterales
éRhodoba(%teraceae
Sphaérochaeta
Desulfobiacterales
Kurthia

Pleésiomonas

UIwbacter
Desulfobacteraceae

: Cellvibl‘:ionaceae
Ercella

Tessairacoccus
Selendmonas 1
Cytophagaceae
Cellwbrlo

Hzialomonas
Halomopadaceae
Acholeplasma
A'tholeplasr'hataceae
‘Acholeplasmatales
Aeromorg‘ladaceae

Acinetobacter
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Mlcrococcales
Achromobacter
SAR92_cIade
Ocearéﬂsphaera
Gelidibacter

. Delftia
Anaerowbrlo
Sphmgobactenaceae
Z Desulfob'acterlum
Sphmgobacterlales
BacHIaceae

Ellin6067

Lacunisphaera

Desulfovlbrlonales:
Desulfovnbrlonaceae

ChIoropIast
Streptococcus_sobrinus
Ruminocpccaceae_éUCG_OB
Mannlfllaceae :
Rumlnococcus gau.vreauu_group
Hungatella

Mycoplasmataceae
Eubacter]um_ventnosum_g ro:up

Mycoplasma
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Lachnosréiraceae_UiCG_OOl
CIawbacter :
Lachnosplraceae UCG _004

S5 A14a

Cetobact}erium
Ruminocpccaceae EUCG 003.
Eubactenum ruminantium group
Bacnlales Fam||y_XII
Bdellowunonaceae

Eubactenum xylanophllum group
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Clostrldlum |nnocuum group
Pyramlddbacter
Bdellovibrio
Faecalitaélea
Murdochiella
Butyerlbno
ButyrlClcoccus
Barnesieila
Eubacter'ium_hallii_fgroup
Anoxybacillus
Mollicutes_RF39
Anaeroplasma
Anaeropliasmatalesi
Mycobac'terium
Anaeroplasmataceae
Mycobactenaceae
Rummococcaceae UCG 005
Eubacter]um_coprqstanollgenes_groupE
Barnesieilaceae . : :
Tyzzerellla 4
Arthrobacter
Lachnosplraceae ND3007 gr’oup
Ruminiclostridium 6 :
Coprococcus 2
Chrlstensenellaceae R 7 grorup
Fructobacnlus
Rummocpccus 2
Chrlstensenellaceae
Coprococcus 3 :
Rummococcaceae UCG 014
D|a||ster :
Verruconfncrobiae
Verruconrfwicrobia
Verrucomlcroblales
Akkerman5|a
Akkerman5|aceae
Dorea .
Subdollgranulum
Ruminococcus gna.vus group
Anaerostipes
Rikenellaceae
Parabactieroides
Tannereliaceae
Ruminoc:occus 1 :
Betaproteobacterlales
Lachnoclostr|d|um
Burkhold,erlaceae
Alistipesé .
Ruminocpccus_tordues_group
Romboutésia . :
Parasuttérella
Peptostreptococcaceae
Enterobaécteriaceaé:
Enteroba:cteriales
Blautia :
Faecalibécterium
Bacteroiéaceae
Bacteroides
Ruminocpccaceae
Lachnospiraceae :
Firmicutes

Clostridia

Clostridiales

.‘ | | | | |
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B InnerMongolia M Yunnan

|
Prevo;tellaceae
Prevotella_9
Bactferoidetes
Bacteroidia

: Bactieroidales
Selenomonadales
Negatlwcutes
Megamonas
Velllonellaceae
Anaerorhabdus furcorsa _group
Halloglobus

Fusobactenum
Fusobactenaceae
Fusobacterua

Fusobacterla

: Fusobacterlales
Acholeplasma cawgemtahum
Prevotella 2

: FBP

AIIoplrevoteIIa

Propiéniciclava

Williamsia

Holdiemanella
humar:m_gut_met'agenome
Baicillus_lich:eniformis
Collmsella

Corlobacterlaceae
Corlobacterlales

Coriobacteriia
Euba(_‘:terium_heillii_group
Curtobacterium
WPS_2
Ectothlorhodosplraceae
_ DoI05|coccus
Ec:tothiorhod:ospirales
. Tepidin‘:iicrobium
:Sanguibacteroides
Mi:tsuokella
Raoultibacter

.Helicobacteraceae

Helicobacter
Halleaceae

Desulfovibrio
Lachnoséiraceae_U:CG_004
Hungatel:la :
Marlmfllaceae :
Rumlnococcaceae NK4A214 group
Butyrlacoccus .
HaI0|mpat|ens
Varlbaculum
MalIheIIa:
Clostridium_innocuium_groupé
Eubacterium_xylanbphilum_gjroup
Pelomonés :
Rummococcaceae UCG 003
Desulfovnbrlonaceae
Desulfov(bnonales
Rummococcaceae UCG 005
Lachnosplraceae_chozo_group
Ruminocéaccaceae_éUCG_OB
Mollicute’s_RF39 :
MoIIicute:s
Tenerlcutes
Lachnosplraceae UCG 001
Deltaproteobacterla
Eubactenum coprostanollgenes group
Barne5|ella .
Rum|nococcus_gau:vreauii_gr:oup
Agathobacter : :
Rummlclostrldlum 6
D|p|0r|ckett5|aceae
Coprocoqcus_3
Barnesieilaceae
DipIorickéttsiaIes
Chrlstensenellaceae R 7 group
Chrlstensenellaceae
Aqwcella
WCHB1_81
Lachnosplraceae NK4A136 group
Rumlnococcus 2
Parabacter0|des
Tannerel!aceae
Dlallster
Rummocpccaceae UCG 014
Desulfunbacnlus
Eubactenum_ellger}s_group
Burkhold:eriaceae .
Rummococcus 1
Betaproteobacterlales
AI|st|pes: :
Parasutteirella
Subdoligranulum
Rikenellaiceae
Ruminocbccus_gna{vus_groub
Roseburi:a : :
Rombout5|a
Peptostreptococcaceae
Enteroba;cterlaceac-“T
Enterobacteriales
Gammapiroteobact:eria
Proteobacteria
Faecaliba:cterium
Lachnospiraceae
Ruminoc@)ccaceae
Firmicutes
Clostridia

Clostridiales

.‘ | . | | | |
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LDA SCORE (log 10)



I Jilin I Tibet

Firmicutes

Clostridia

Clostridiales |
Lachnospiraceae

: Blautia
Ruminococcus_gnavus_group
: Bifidobacteriales
‘Bifidobacteriaceae

: Actinobacteria
Bifidobacterium
Pepﬁostreptococcaceae

Romboutsia

Lachnospira
Subdoligranulum
Clostridiaceae_1

. Anaerostipes
- Lachnoclostridium
Ruminococcus_2
Tyzzerella_4
Acidobacteria
Limnochordales

Limnochordia

Enterococcaceae
Enterococcus
Marinifilaceae
Endozoicomonadaceae
Endozoicomonas :
Aneurinibacillus

Acetivibrio

| Xanthobacteraceaeie
Bacillus_cereus :
Verruc_01
Paraprevotella
Pseudomonas
Verrucomicrobiae :
Verrucomicrobia
Akkermansia

Akkermansiaceae

| Verrucomicrobialesf
Bradyrhizobium
Muribaculaceae
Mesorhizobium
Ellin6067
Ammoniphilus
Pseudorhodobacte'r
Nocardioides :
Prevotella_1
Holdemanella
Ruminobacter
Lactobacillales :
Enterobacteriaceae
Enterobacteriales
Prevotella_2
Prevotella_9
Bacteroidales

Bacteroidia

Bacteroidetes

Prevotellaceae
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B )ilin I Xinjiang

Proteobacteria
Garinmaproteobacteria
Aeromonadales
Succinivibrio
Succinivibrionaceae
Pseudomonadales
Pseudomonadaceae

: Flavobacteriales

‘ Flavobacteriaceae
Thiopseudomonas
Marinilabiliaceae
Dyésgonomonadaceae
: Proteiniphilum

Lachnospira

Pepfostreptococcaceae

. Romboutsia
Haemophilus
Pasteurellaceae
Pasteurellales
Agathobacter
Eubactefium_eligens_group
Sutterella

Ruminococcus_1
Spirochaetes
Spirochaetales
Spirochaetia
Spirochaetaceae
Alteromonadales

: Pseudomonas
ClostridilEJm_sensu_stricto_l
: Bacillales
Shewanellaceae

Shewanella

Ery:sipelatoclostridium

Treponema_2

Cardiobacteriales

Wohifahrtiimonadaceae
: Veillonella
fCamponbacteraIes
: Campylobacteria
:Epsilonbacteraeota
A:Iphaproteobacteria
. Planococcaceae
ECarnobacteriaceae
iCardiobacteriaceae

: Sulfurimonas
Thiovulaceae

Oceanospirillales
Ignatzschineria
CIo%tridiaIes_Famin_XI
Cytophagales

Cellvibrionales

Moraxellaceae
[:)eltaproteobacteria

Tissierella

Acidobacteria |

Tessaracoccus

: Kurthia |
BacteroidaIes_b:acterium_KAOOZ51
: Vitellibacter

SAR92_clade

Cytophagaceae

Sphaerochaeta

Selenomonas_1

Halomonadaceae

. Halomonas

Anaerovibrio

Acinetobacter
S;:)hingobacteriaceae
Sphingobacteriales

: Acholeplasma
Acholeplasmataceae
éAchoIepIasmataIes
Corynebacteriales

: Bacillaceae
Aeromonadaceae

: Desulfovibrio
Desulfobacterales
Iéesulfobacteraceae |

Oceanisphaera
Flavobacterium
Chitinophagales

Roseovarius

Achromobacter

Enterococcaceae
Enterococcus
Kocuria
Varibaculum
Pseudohaliea
Xanthobacteraceaé
Streptococcus_sobrinus
Ruminococcaceae_EUCG_003
Weissella_viridescens
Ruminococcaceae_éUCG_OOS
Clavibacter

Pyramidobacter
Propioniciclava
Fructobacillus

Coprobacillus

Butyricicoccus

Saccharimonadaceae

| Anoxybacillus
Ruminococcaceae_ﬁUCG_014
Collinsella .
Coriobacteriaceae
Coriobacteriales .
Coriobacteriia
Eubacterium_halliiigroup
Parasutterella :
Holdemanella
Ruminococcus_tordues_group
Prevotella_2

Blautia

Prevotella_9

Bacteroidetes

Bacteroidia

Bacteroidales

Prevotellaceae
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Jilin B Yunnan

Selenémonadales
Negativicutes
Veilflonellaceae

: h:llegamonas
Peptostreptococcaceae
Rombout5|a
Fusobgctenaceae
Fu:sobacteriia

F@Jsobacteria
Fusobacteriales
Fusfobacterium

: liachnospira
Rummococcus _gnavus_group
Lachndclostndmm
Ruminococcus_1
Clost:ridiaceae_l
Clos:tridium_sené:;u_stricto_l
Prevotella_7

Tyzzerella 4
Lachnosplraceae ND3007 _group
Eubacterlum ventrlosum _group
Mltsuokella

yltelllbacter
Ruminiclbstridium_G

. Erysipelatdclostridium

. Bacteroidales_bacterium_KA00251

Butynucoccus
Rumlnococcus gauvreauu group
Rumlnococcaceae UCG 014
Streptococcaceae
Prevotella_1
R|kene|laceae RC9 gut group
Lactobacﬂlales
Catenibacterium
Bifidobacte'riales
Bifidobactefriaceae
Bifidobacterium
Actinobactéria
Actinobactéria

Prevotel Ia_52
|
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B Tibet B Xinjiang

Proteobacteria
Gan"lmaproteobacteria
Aeromonadales
éuccinivibrionaceae
Succinivibrio
Pseudomonadales
Pseudomonadaceae
: Flavobacteriales

: Flavobacteriaceae
Dy:sgonomonadaceae
Marinilabiliaceae
Thiopseudomonas
Enterobacteriaceae
Enterobacteriales
Proteiniphilum
Eubacte%ium_eligens_group
Pseudomonas
Haemophilus
Agathobacter
Spirochaetes
Spirochaetales
Spirochaetia
Spirochaetaceae
Alteromonadales

Cardiobacteriales

Wohlfahrtiimonadaceae

Shewanellaceae

Shewanella |
Treponema_2
ECamponbacterales
: Campylobacteria
:Epsilonbacteraeota
Bacillales
Aélphaproteobacteria
fCarnobacteriaceae
. Sulfurimonas
Thiovulaceae
Closi,tridiales_Famin_XI
: Oceanospirillales
Dieltaproteobacteria
: Ignatzschineria
Planococcaceae
Rhodospirillales
Cytophagales
Cellvibrionales
Paraprevotella
Tissierella
Moraxellaceae
Cellvibrionaceae
Selenomonas_1
Cellvibrio
Sphaerochaeta
Cytophagaceae
Kurthia

. Rhodobacterales
‘Rhodobacteraceae

: Anaerovibrio
Desulfovibrio
Halomonadaceae
Cardiobacteriaceae

: Halomonas
Sphingobacteriaceae
:Sphingobacteriales
Acinetobacter
Bacillaceae

Desulfobacterales

: Acholeplasma |
A:choleplasmataceae
éAchoIepIasmataIes |
Corynebacteriales
: Gelidibacter |
If)esulfobacteraceae
Aeromonadaceae |
Flavobacterium
Oceanisphaera
Micrococcales
Arcobacteraceae
Arcobacter
I\E/Iarinomonadaceae
Marinomonas

Chitinophagales

(forynebacteriaceae
Clavibacter
Ruminococcaceae_EUCG_OOB
Pseudohaliea
Tyzzerella_4
Eubacterium_rumirf\antium_group
Ruminococcus_2 :
Collinsella
Coriobacteriaceae
Coriobacteriia
Eu bacterium_hallii_fgroup
Erysipelotrichaceae_UCG_003
Parasutterella
Ruminococcus_torques_group
Subdoligranulum :
Anaerostipes
Ruminococcus_gnafvus_group
Blautia :
Lachnospiraceae
Clostridiales

Clostridia

Firmicutes
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I Tibet I Yunnan

Bacteroidetes
Bacteroidia
Bacteroidales
Prevotellaceae
Prevotella_9

. Selenomonadales

Negativicutes

Megamonas

Veillonellaceae

Acetivibrio

Oceanobacillus

. Fusobacteriaceae

Fusobacterium

Fusobacteriia |
Fusobacteria

- Fusobacteriales
Escherichia_Shigella

: Salmonella
:Verrucomicrobiales

: Akkermansia
Akkermansiaceae
F%seudochrobactrum
Verrucomicrobiae

: Verrucomicrobia
UBA16353_marine_group
éLeuconostoc_faIIax

: Prevotella_7
Anaerofustis
Opitutaceae
Nocardioides

Alistipes

: Frankiales
Lachnos.piraceae_UCG_Olo
Haemophilus_influenzae
i’seudorhodobacter
Citrobacter
Terasakiellaceae
Endozoicomonas
Endiozoicomonadaceae
Exiguobacterium
BEaciIIaIes_Famin_XII
Lachnospirac:eae_ND3007_group
BaciIIus_t:hermoamonvorans
Mitochondria
Gemmobacter
Anaerococcus
Brevundimonas
Rickettsiales
Péeudogracilibacillus
Lachnoanaerobaculum
Brevibacteriaceae
Clostridiaceae_4
Brachyspiraceae
Brevibacterium
Brachyspira

Brachyspirae
Brachyspirales
Bacillus_cereus
Caminicella |
Aneurinibacillus

Pantoea

Micrococcales_Incertae_Sedis

Eubacterium:_ventriosum_group
Timonella

Lachnospiraceae_UCG_003

Dolosicoccus

Tyzzerella_3

fEubacterium_coproétanoligenes_group
. . Raoultibacter
Pediocbccus_pentosaceus

. Verruc_01

Caulobacterales

Parvimonas

Mycoplasmatales

Paraprevotella

Mycoplasma

Helicobacter

Mycoplasmataceae

‘Helicobacteraceae

Acidovorax
Aerococcus
Ruminococcaceae_EUCG_013
Lachnospiraceae_UiCG_OOl
Agathobacter :
Ruminococcus_gauivreauii_group
Rikenellaceae_RCgé_gut_group
Ruminococcus_2
Catenibacterium :
Paeniglutamicibacter
Subdoligranulum :
Ruminococcus_gnavus_group
Actinobacteria :
Actinobacteria
Bifidobacteriales
Bifidobacteriaceae:
Bifidobacterium
Blautia

Firmicutes
Lachnospiraceae
Clostridia

Clostridiales
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B Xinjiang HEE Yunnan

Bacteroidales
Bacteroidaceae

Bacteroides

. Selenomonadales

: Negativicutes
Megamonas

Veillonellaceae

Blautia
Ruminococécus_torques_group
Fusobacteriaceae

Fusobacterium

Fusobacteriia

Fusobacteria |
Fusobacteriales
Erysipelotréichaceae_UCG_OOB
: Parasutterella
Anaerostipes
Akkermansia

. Akkermansiaceae
;Verrucomicrobiales

: Verrucomicrobiae

: Verrucomicrobia

* Lachnoclostridium
Eubac:terium_hallii_group
: Prevotella_7
Coriobacteriia

Coriobacteriales

: Collinsella |
Coriobacteriaceae
Eubacteriumé_ventriosum_g roup
Tyzzerella_4
Oceanobacillus
Alteromonas
Ruminococcaceae_UCG_005
Salmonella

Anoxybacillus

. Coprococcus_3
Bdellovibrionaceae
humar’::_gut_metagenome
Bdellovibrio
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Mycobacteriaceae
Acidaminobacter

Faecalitalea

Mycobacterium |
Arthrobacter

: Listeriaceae
Anaerorhatidus_fu rcosa_group
Clostridium_innocuum_group
BaciIIus_ti\ermoamonvorans

Pelomonas

Erysipelothrix
Micrococcales
Desulfobacterium
Achromobacter
Corynebacteriales
Atopostipes :
Acholeplasma

Acholeplasmataceae

I
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| Acholeplasmatalesé
Lachnospiraceae_F:CSOZO_group
Winogradskyella .
Oceanisphaera
Desulfovibrio
Acinetobacter
Cytophagaceae
Psychrobacter
Aeromonadaceae :
Halomonas
Halomonadaceae :
Anaerovibrio :
Kurthia
Sphaerochaeta
Rhodobacterales

| Rhodobacteraceaeé
Mollicutes :
Tenericutes
Cellvibrionales
Cytophagales
Desulfobacteraceaé
Selenomonas_1 .
Desulfobacterales
Rikenellaceae_RC9: gut_group
Oceanospirillales :
Moraxellaceae
Sulfurimonas
Thiovulaceae
Rhodospirillales
Tissierella

Ignatzschineria

Deltaproteobacteri:a
Carnobacteriaceaeé
Planococcaceae
Treponema_2
Shewanellaceae
Shewanella
Clostridiales_Family_XI
Alphaproteobacteria
Campylobacterales:
Campylobacteria
Epsilonbacteraeotaf
Bacillales :
Alteromonadales
Spirochaetales
Spirochaetia
Spirochaetaceae

| Spirochaetes
Catenibacterium
Agathobacter :
WohIfahrtiimonadaEceae
Cardiobacteriales
Pasteurellaceae
Pasteurellales
Haemophilus
Pseudomonas
Marinilabiliaceae .
Thiopseudomonas
Proteiniphilum
Dysgonomonadace:ae
Flavobacteriaceae

Flavobacteriales

Roseburia
Actinobacteria

| Bifidobacterium

Bifidobacteriales
Bifidobacteriaceaeé
Pseudomonadaceaie
Actinobacteria .
Pseudomonadales
Succinivibrio
Succinivibrionaceaé
Aeromonadales
Gammaproteobactieria

Proteobacteria

LDA SCORE (log 10)



I Gansu I Guizhou

! ! ! !
: Bacﬁeroidales
Baicteroidia
Bactéroidetes
Prevoitellaceae
Preévotella_g
Bacteréoidaceae
Ba:cteroides

: Preivotella_2
Fusobac'teriaceae

. Fuscébacteriia
Fuspbacteria
Fusob;facteriales
Fusob:acterium
Anaeizroglobus
Muribeiculaceae
Paraprevotella
B|f|dobacter|um pseudocatenulatum
Franklales
Pseudonocardlaceae

. Sarcina

Prévotella 7
Curtobactenum

: EX|guobacterlum
Prevotellaceae NK3B31 _group |
BacHIaIes F'amlly Xl
Pseudonocardlales
CeIIuI05|Iyt|cum

Cl BO45

Pseudorhodobacter
Acetobacterales
Acetobaqteraceae

MSBL5 |

Dehalococc0|d|a
Anaeroplasmatales
Anaeroplasmataceae
Peptoclostrldlum
Anaeroplasma

Portlcoccaceae

Rumlnlclostrldlum 6
Endozmcomonadaceae

Lachnosp|raceae FCSOZO group
End020|comonas : .
Lachnosplraceae UCG 001
Chnstensenellaceae R 7 group
Chrlstensenellaceae
Rumlnococcus gauvreauu group
Lachnosplraceae UCG 004 :
Thlopseudomonas
Rumlnococcaceae UCG 013
UBA10353 marine. group
Megasphaera
Rumlnococcus 2 :
Eubacterium_ rummantlum group
Catenlbacterlum
Coprocoqcus_z
Dorea
Rhodosplrlllales
Alphaproteobacterra
Clostrldlum _sensu strlcto 1
D|a||ster
Lachnoclostrldlum
Rummococcus 1
Ery5|pelqtr|chales
Erysipelétrichaceacie
Erysipeldtrichia :
Peptostreptococcaceae
Rombout5|a
Lachnospira
Succinivi:brionaceaé
Succinivi:brio :
Aeromonfadales
Actinoba:cteria
Blﬂdobacterlales
B|f|dobacter|aceae
Blfldobac_terlum
Actinobaicteria
Megamohas
Roseburla
Gammaproteobacterla
Proteobacterla
Velllonell;aceae
Faecalibaicterium :
Selenompnadales
Negativiéutes :
Rumlnococcaceae
Lachnosp|raceae
Clostrldlales
Clostridia

Firmicutes

| | | |
-6.0 -4.8 -3.6 —2.4 =12 0.0 12 2.4 36 48 6.0
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I Gansu I InnerMongolia

Clostridiales

Clostridia

Bacteroidaceae
Bacteroides

: Ruminococcaceae

: Firmicutes
Lachnospiraceae
Faecalibacterium
Enterobacteriaceae
Enterobacteriales
Peptostreptococcaceae
Romboutsia

: Prevotella_7
Ruminocoécus_gnavus_group
Ruminococcus_torques_group
: Parasutterella
Betfaproteobacteriales
Burkholderiaceae

Alistipes

Akkermansia

. Akkermansiaceae
:Verrucomicrobiales

* Verrucomicrobiae

: Verrucomicrobia

- Lachnoclostridium

: Tannerellaceae
Parabacteroides
Subdoligranulum

Veillonella
Eubactelg*ium_eligens_group
Ruminiclostridium_6

: Ruminococcus_1
Coprococcus_3
Ruminoc{)ccaceae_UCG_OM
Faecalitalea

Barnesiellaceae

Butyrivibrio

: Sarcina
Christensenellaceae
Christensenc—‘%lIaceae_R_7_group
: Barnesiella
Clostridiur;‘n_innocuum_group
Tyzzerella_4
Lachnospiracéae_ND3007_group
: Mollicutes_RF39
éEubacterium_coproétanoligenes_group
Deltaproteobacteria

: Hungatella
Eubacterium_x'ylanophilum_group
Desulfovibrionales

Desulfovibrionaceae

Alﬁaeroplasmataceae
Weissella

Cytophagales _
Leuconostocaceae:
Cellvibrionaceae :
Oceanospirillales
Eubacterium_rumir;\antium_group
Marinilabiliaceae

Mitsuokella
Streptosporangiacéae
Azohydromonas
Thiopseudomonas
Fusobacteriaceae
Fusobacteriia

Fusobacteria

Fusobacteriales
Fusobacterium .
RikenelIaceae_RCQ'_gut_group
Eubacterium_hallii_égroup
Flavobacteriaceae
Cyanobacteriaceaei
Flavobacteriales

Nostocales

Castellaniella
Lactobacillaceae
Lactobacillus

Holdemanella
Lactobacillales

Bacilli

Prevotella_2

Pontibacter
Bifidobacteriales
Bifidobacteriaceaeé
Actinobacteria
Bifidobacterium
Actinobacteria
Veillonellaceae
Megamonas
Selenomonadales .
Negativicutes
Prevotella_9

Prevotellaceae
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B Gansu HEE Jilin

Bacteroidales

Bacteroidia |

Bacteroidetes

Bacteroidaceae

Bacteroides

: Prevotella_2
Ruminococfcus_torques_group

: Prevotella_1
Bifidobacterium_p:seudocatenuIatum
: Prevotella_7

Akkermansia

© Akkermansiaceae

Verrucomicrobiales |
Verrucomicrobiae
Verrucomicrobia
Fusobacteriia
Fusobacteria
Fusobacteriales
Fusobacteriaceae
Fusobacterium
Sarcina
Ignavigranum
Anaerococcus
CAG_352

Arcobacteraceae

Arcobacter

Pseudohaliea

Carnobacteriaceaeé
gut_metagenome
Nesterenkonia .
Allorhizobium_Neorhizobium_Pararhizobium_Rhizobium
Bacteroidales_RFlé_group '

Sphingobium .

Luteolibacter

Tessaracoccus

Mitsuokella

| Negativicoccus .
Streptosporangialés
Ruminococcus_2
Novosphingobium
Deinococcus :
Deinococcaceae
Bdellovibrionales
Dialister
Rhodospirillales
Alphaproteobacteria
Coprococcus_2 :
Clostridiaceae_1

CIostridium_sensu_istricto_l

| Lactobacillaceae
Lactobacillus
Ruminococcus_1
Romboutsia
Peptostreptococcaé:eae
Succinivibrionaceae
Succinivibrio :
Aeromonadales
Gammaproteobactieria
Megamonas
Proteobacteria
Veillonellaceae :
Selenomonadales
Negativicutes :

Firmicutes

|
D
|
N
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N -

LDA SCORE (log 10)



I Gansu I Tibet

Bacteroidaceae
Bécteroides
Lachnospiraceae
Blautia
Ruminococcus_gnavus_group
: Anéerostipes
Fusiobacteriia
Fusobacteria
Fusob:acteriales
Fusobacteriaceae
Fusobacterium
Sarcina

Veillonella

Pse:udohaliea

Faecalitalea

Sphingob&facteriales :
Sphingobacteriaceae:
Thauera :
Acetivibri(é)
Endozoicdmonas
Endozoiccémonadaceée
Rubritaleéceae :
Cellvibrio:

Cytophag@ales
Bacteroid%:)les_RFlG_igroup
UBA10353_marine_group
CeIIvibriorﬁaceae :
Paraprevoitella

Cellvibrionales

| Negativicoccus
Opitutace;ae
EubacteritEJm_coprostianoligenesé_group
JG30_KF_CM45 :
Ammonipbilus
Thermomicrobiales
Thiopseudomonas
Luteolibacéter
Chloroflexia
Rikenellacfeae
Coprococc:us_z
Rhodospir‘;illales
Dialister : :
Alphaprotéobacteria
Ruminocoiccus_l .
Escherichia_ShigeIIa
Lactobacil:lus .
Lactobaciilaceae
Lactobacil:lales :
Enterobacteriaceae :
Enterobac.fteriales '
Bacilli
Faecalibaéterium
Megamonias
Veillonelléceae

Selenomohadales

Negativictfjtes :
| |

-1 1 2
LDA SCORE (log 10)
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I Korean I Miao

Bacteroidetes
Bacteroidia
Aeromonadales
éuccinivibrionaceae

Succinivibrio

Alloprevotella
Lentimicrobiaceae
Bradymonas
Bra%!ymonas_sediminis
‘Bradymonadaceae
' Bradymonadales
Fusobacterium
Fusobacteriaceae
Fusobacteriia
Fusobacteria
Fusobacteriales
Peptoclostridium
Veillonella
Selenomonas_4

Opitutaceae

Proteocatella
Pelomonas

Weissella
Leuconostocaceaeé
Coprobacillus
Selenomonas_3
Murdochiella
Wohlfahrtiimonada:ceae
Cardiobacteriales

Xylella :
Lachnospiraceae_U:CG_001
Lachnospiraceae_F:CSOZO_group
Acetobacteraceae

Tyzzerella_4

| Moryella
Acetobacterales
Moryella_indoligenfes

Listeriaceae :

Brochothrix

Sarcina
Ruminococcus_gau:vreauii_group
Lachnospiraceae_UCG_004
Nocardioides :

Alteromonas

Butyricicoccus
Eubacterium_rumir;antium_group
Lachnospiraceae_l\jD3007_group
Megasphaera :
GCA_900066755

Streptococcus

Coriobacteriales
Coriobacteriia
Parasutterella
Streptococcaceae
Dorea
Eubacterium_hallii_égroup
Lactobacillales
Bacilli
Lachnospira
Actinobacteria
Roseburia

Actinobacteria

Blautia
Faecalibacterium

Lachnospiraceae

Clostridia
Clostridiales

Firmicutes

I
I
I
N
O —_
N

LDA SCORE (log 10)



I Miao I Tibetan

Firmicutes
Actinobacteria
Bifidobacteriales
éBifidobacteriaceae
Bifidobacterium
Actinobacteria
Bacilli
Lactobacillales
Roseburia
Lactobacillaceae
Lactobacillus

: Megasphaera
- Erysipelotrichales
Erysipelotrichaceae
. Erysipelotrichia
Catenibacterium
Blautia
Muribaculaceae
Rikenellaceae
Streptococcus
Streptococcaceae
RikenelIacéae_RCQ_gut_group
. Cyanobacteria
Melainabacteria
G:astranaerophilales

Christensenellaceae

Selenomonas_1

ChristensenélIaceae_R_7_group

Coriobacteriia

Coriobacteriales
Subdoligranulum |
Collinsella
Coriobacteriaceae |
Eubac:terium_hallii_group
Ruminococcaceée_NK4A214_group
Selenomonas_3

Pasteurellaceae

Pasteurellales

: Ruminoccf)ccaceae_UCG_OOS
fEubacterium_copro:stanoligenes_group
Ruminocéccaceae_UCG_003
PrevotelIacéae_NK3BBl_group

: Beijerinckiaceae

- Methylobacterium
Lachnospiracéae_ND3007_group
Weissella_viridescens

: Sarcina

Mollicutes_RF39
Clostridiales:_vadinBBGO_group
Poribacteria

: Lentisphaerae
Ruminoceccaceae_UCG_010
Leptotrichiaceae

Victivallales

Lentisphaeria

vadinBE97
Lachnospiracfeae_FC5020_group

' GWF2_44 16

Tepidimicrobium

Eggerthellaceae
Haloimpatiens

Devosiaceae
Faecalitalea
Planococcus
Peptoclostridium
Fusobacteriia
Fusobacteria

Fusobacteriales

Fusobacteriaceae

Fusobacterium

Lachnoclostridium

| Escherichia_Shigella

Prevotella_2

Enterobacteriaceae

Enterobacteriales
Alloprevotella :
Bacteroidaceae
Bacteroides
Bacteroidetes
Bacteroidia

Bacteroidales

I

N

O —_
N

I
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I Miao I Uygur

Proteobacteria

Garfnmaproteobacteria
* Aeromonadales
S:uccinivibrionaceae
: Succinivibrio
: Bacilli
Selenomonadales

Negativicutes
Veillonellaceae

: Pseudomonadales

: Bacillales
Dysgonomonadaceae
Cardiobacteriales
Wohifahrtiimonadaceae
: Proteiniphilum

Planococcaceae

. Erysipelotrichales

Erysipelotrichaceae

Erysipelotrichia |
Catenibacterium
Péseudomonadaceae

: Dialister
Megasphaera
Lactobacillales
Kurthia

_ Pseudomonas
Clostridiales_Family_XI
: Ignatzschineria
Moraxellaceae
Marinilabiliaceae
Flavobacteriales
Flavobacteriaceae

Tissierella

Escherichia_Shigella

Clostridiaceae_1

Psychrobacter
Clostridilf,lm_sensu_stricto_l
Cyanobacteria
Melainabacteria
Gastranaerophilales
: Anaerovibrio
Selenomonas_1
Lactobacillaceae
Lactobacillus
Thiopseudomonas

: Dorea
Alteromonadales

Oceanospirillales

Prevotella_1 |
Mollicutes

: Tenericutes
Aéidaminococcaceae
Phaiscolarctobacterium
: Lysinibacillus
Marinomonadaceae

: Marinomonas
‘Carnobacteriaceae

' Shewanellaceae
Shewanella
[:)eltaproteobacteria
Aflphaproteobacteria

: Atopostipes

Erysipelothrix

Bacillaceae |
Flavobacterium
Acinetobacter
Enterococcaceae
Enterococcus
Mollicutes_RF39
Ruminococcaceae_UCG_014
:Staphylococcaceae

. Aeromonadaceae

: Oceanisphaera
Campylobacterales

: Campylobacteria
Epsilonbacteraeota

: Micrococcales
Corynebacteriales

: Jeotgalicoccus |
C:orynebacteriaceae
(:Iorynebacterium_l |
Hafniaf_Obesumbacterium
. Spirochaetales
Spirochaetia
Spirochaetaceae
Spirochaetes
Acholeplasma
A%:holeplasmataceae
‘Acholeplasmatales

: Gramella
Micrococcaceae
Desulfovibrionales
Treponema_2
Pseudofmonas_aeruginosa |
Chitinophagales
Agathobacter
Aerococcaceae
Diesulfovibrionaceae
: Allisonella
Amphibacillus
Desulfovibrio
Peptostreptococcus
' Glutamicibacter
Cellvibrionales
Chitinophagaceae

Taibaiella

Cytophagales
Lachnospiraceae_LjCG_OOB

| Eubacterium_xylan:ophiIum_group
Ruminococcaceae_ﬁUCG_OOS
Enterococcus_faecium
Bradymonas :
Bradymonas_sedirréﬂnis
Bradymonadales
Bradymonadaceaeé
Faecalitalea :
Peptoclostridium
Paraprevotella

Butyrivibrio

Coprococcus_2
Ruminococcus_1
Anaerostipes

Ruminococcus_torgues_group

Fusobacteriia
Fusobacteria

Fusobacteriales

Fusobacterium
Fusobacteriaceae
Lachnoclostridium
Eubacterium_eligeéms_group
Ruminococcus_gna{vus_group
Megamonas

Blautia

Lachnospiraceae

Bacteroidaceae

Bacteroides

|
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N
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LDA SCORE (log 10)



I Bai HEE Miao

Pro:teobacteria

Gammapro:teobacteria
Aeromonadales
Succinivibrionaceae
Siuccinivibrio
Enterobécteriaceae
Entercébacteriales
Sutterella
Burkhfolderiaceae
Betaproteobacteriales
Lachnospizraceae_NK4A136_group
. AIphapro:teobacteria
Rhoc:iospirillales
Fuséobacterium
Fusobacteriia
Fﬂsobacteria
Fuscébacteriales
Fusob,:,acteriaceae
:Butyrivibrio
Ruminococcus_2
Peptofclostridium
Bradymonadales
Bradym'onadaceae
Bradymonais_sediminis
: B:radymonas
Eidwardsiella
Deltaproteobacteria
Fusicétenibacter
Acidimicrobiia
Desulfovibrionaceae
M&%rinifilaceae

Desulfovibrionales

Desulfovibrio
Lachnospir:is\ceae_FCSOZ‘EO_group
Eggerthellafceae :

| MoIIicutes_:RF39

Mitsuokellaf :
Lachnospirfaceae_ND30(:)7_group
Streptococeus :
Megasphaéra
Eubacteriurén_hallii_gro@p
Anaerostipés :
Catenibactérium

Lachnospiré
Peptostrepfococcaceae
Romboutsizé: .

Veillonellaceae

Selenomonadales

Negativicut:es
|

1
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w

|
~1
LDA SCORE (log 10)

I
I
I
w
I
N



I Korean I Mongolian

! ! ! ! !
:Clostridia
Clostridiales

: Firmicutes
Rumlnococcaceae
Lachnosplraceae
Faecallb_actenum
Bacteréoidaceae
Ba:cteroides

F.{oseburia

Proteobacterla
Gammaproteobacterla
Peptostreptococcaceae
Romboutsia
Rumincufcoccus_l
 Alistipes

Tanneirellaceae
Parabacteroides

: R|kenellaceae
Rummococcus torques group
VerrucomLcrob|aIes

* Verrucomicrobiae

: Verrucémicrobia
Akkerman5|a
Akkerman5|aceae
Parasutterella

Clostrldlum _sensu: strlcto 1
Anaerostlpes
Clostrldlaceae 1

: Subdohgranulum
Rumlnococcus _gnavus_group
Lachnosplra
Betaproteobacterlales
Burkholderiaceae

' Dorea

Mycoplasma

Megasphaera
Hydrogemspora
Mycoplacsmatales
.Mycoplasr:nataceae
Lachnosplraceae ND3007 _group
Coprococcus 3
LachnoclOstr|d|um
Céhristensel%lellaceae
Chiristensenéllaceae_REj_group
Acidaminococcaceae

. Pha:scolarctob:acterium
Rummococcaceae UCG 014
Molllcutes

Tenericutes

Barnes:iellaceae

MoII|cutes RF39
Deltaproteobacterla
Anoxybacnlus

Barne5|ella

' : Lachnosplraceae UCG 001
AIIorhizoblum Neorhlzob|um Pararh|zob|um RhIZOqum
Lachnosplraceae FCSOZO _group

: Tyzzerella 4
Ruminocéccaceae UCG 005
Rummococcus gauvreauu group
Lysobacter

Tu_r|C|bacter
éEubacteriium_coproistanoligenies_group
Cloétridiales l'=ami|y Xl
Desulfowbrlonaceae

: Desulfowbrlonales
Rumlnococcaceae UCG 003
BacHIaIes

Rumlnococcaceae UCG 013
Marlnlfllaceae

Eubactenum xylanophllum group

: Fu5|catEn|bacter
Rum|n|c|ostr|d|um 6
Acinet.obacter_b.aumannn

: Odoribacter
Ruminoc%)ccaceae_:UCG_OOZ
:Bilophlla

Rumlnococcaceae NK4A214 _group
Leuconos_)tocaceae;

Streptococcus mutans
Enteractrnococcus :
Prevotellaceae UCG 001
IgnaV|granum
Kleb5|ella pneumonlae
Rhodanobacteraceae
N|trosocc;ccales .
Thermon:*licrobialesl
JG30_KF_§CM45 :
Methylop:hagaceaeé
Chloroflexia
Methylopihaga
Clavibacter
Murlbaculaceae
R|kene|laceae RC9 - gut_ group
Pseudobutyrlwbrlo. .
Streptococcaceae
Welssella paramesentermdes
Helcococ,cus : :
NitriIirupéoraIes
NitriIirupi:oria
NitriIirupéoraceae
EnhydroBacter :
Nocardiopsis
Nocardio.psaceae :
Pelistega
Paraprevbtella
Dev05|a
Pseudorhodobacter
Georgenra :
Colllnsella :
Coriobacteriaceae :
Propioniciiclava :
MoryeIIaE
Holdemanella
Moryella_] mdollgenes
Kroppenstedha :
Thermoa}:tinomycétaceae
Bradyrhiéobium :
BaciIlus_chermoamzylovoransé
Nitratireductor :
Serinicocfcus :
Desulfon:\icrobium
Desulfon’f:icrobiaceée
Cloacibacterium
Megamonas
Sulfltobacter
AIIoprevcteIIa
Anaerorhabdus furcosa group
PLTA13 .
Anaerosélibacter
Gryllotalpé)icola
Prevotellé_z
PrevoteII;a_Q
Bacteroic?etes
Bacteroidia
Bacteroic‘;iales
Prevotellaceae  :
|

| | |
24 36 48 6.0

a |
-6.0 —4.8 -3.6 —2.4 =1.2 0.0 1.2
LDA SCORE (log 10)



I Mongolian [ Tibetan

Prevotellaceae
Pre:votella_9
Baicteroidia
Bactéroidetes
Bactieroidales
Prévotella_z
Actinobacteria
S:uccinivibr;ionaceae
Succinivibrio
Aeromionadales
Bifidobacterium

: Blfldobacterlales
Blfldobacterlaceae
Lactobacﬂlales
Actmpbacterla

. Bacilli
Alloprevotella
Lactoba;cillaceae
Lacfobacillus
Catenibiacterium
Erysipelptrichales
Ery5|pelotr|chaceae
Ery5|pelotr|ch|a
R|keneI|aceae RC9_gut group
Murlba\_culaceae
Holdémanella
Cyanobacterla
Melalnabacterla
Gastranaerophllales

Prefvotella 1

(%]
=g
=
®
©
=3
o
[a)
-0 -
[a]
0
Q
[a]
0]
Q
0]

Streptococcus
Selenomonas_1
Corid:bacteriia
Coriobacteriales

Colllnsella

Corlobacterlaceae
Rumir%ococcace:ae_NK4A2;L4_group
:Leuconos‘&oc _fallax
Clostrldlales vadeBBO _group |
Lent|sphaerae

Poribacteria

Victivallales

Lentisphaeria

vadinBE97

Paraprevotella

Hungate[_la
Odoribacter
Negativiléacillus
Bilophila:
Anoxyba:cillus :
Intraspor‘anglaceae
Marmlfllaceae :
Enterococcus faecrum
CIostrldlum |nnocuum group
Moglbacterlum :
Mltochondrla
Anaerococcus
Eubactenum xylanophllum group
Allorhizobium_Neothizobium :Pararhizobium_Rhizobium
Limnochordia
Rlckett5|a|es
Desulfowbrlonales
CAG_352 :
lenochc}rdales
Pseudoproplonlbacterlum
Wohlfahr:tumonada,teae
Cardlobacterlales
BreV|bacter|um
Brewbacterlaceae
Desulfowbrlonaceae
Fusicaterémibacter :
Coproba(.:illus
Faecalitaélea
Ruminocpccaceae_éUCG_OB
Delftia :
Mollicutels RF39
Butynococcus
Lachnosplraceae FCSOZO group
Rummocpccus_gauvreau||_grjoup
Mlcrococcus : :
Llstenaceae
Planococicus
Pseudobutyrivibriof
Methyloninonaceae
Paeniglufamicibactér
Chlorofleéxia .
Lachnospiraceae_u:CG_001
Turicibacter
Chloropla:ist
Pelomom:as
Methylorﬁonas
JG30_KF :CM45
Thermomlcroblales
Tyzzerella 4
SS A14a
p_251_05
Fusobactéerium
Fusobacferiaceae
Fusobactieriia :
Fusobacferia
Fusobacteriales
human_g:ut_metag:enome _
Candidatus_Accumulibacter :
Eubacter:ium_hallii_égroup :
Mycoplas;mataceae:
Ruminocfoccaceae_éUCG_OlZ
Mycoplas;matales :
Mycoplas:ma :
Coprococcus 3
Lachnosplraceae ND3007 group
Anaerost]pes
Escherlchla Shlgella
Dorea
CIostridia;ceae_l
CIostridium_sensu_éstricto_l
Verrucomicrobiae
Verrucorr:licrobia
Verruc0m|crob|ales
Akkerman5|a :
Akkerma_n5|aceae
Allstlpes
Burkhold,eriaceae
Betaprotéaobacteriafles
Lachnoclpstridium
Tannereliaceae .
Parabactéroides
Ruminococcus_1
Parasutterella
Rummococcus gnavus group
Blautia : :
Rumlnococcus torques group
Lachnosplra
Rombout5|a
Peptostreptococcaceae
Enterobacteriaceae
Enterobaicteriales
Faecalibécterium
Ruminocioccaceae
Bacteroidaceae
Bacteroi(iﬂes
Lachnospiraceae
Firmicutes
Clostrididles

Clostridia

; | | | | |
-6.0 —4.8 -3.6 —2.4 =12 0.0 12 2.4 36 48 6.0
LDA SCORE (log 10)
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Gar:hmaproteobacteria

Succinivibrionaceae

Dysgonomonadaceae

Wohlfahrtumonadaceae

Promlcromonosporaceae

Clostr|d|ales Famlly Xl

R|kenellaceae RC9_gut group |

Prevotellaceae
Prevotella 9 |

Bactermdetes

B

Bacﬁeroidales

Proteobacteria
Aerom:onadales
Succinivibrio
Prevotella _2 |
Alloprevotella

. Pseudomonadales
Planococcaceae
Proteiniphilum

Cardiobécteriales

Isqpterlcola

Caten

Pseudomonadaceae

Erysipelotrichales

Ery5|pelotr|chaceae

Erys

FIavobacterlaIes
Marlnllablllaceae

Ignatzschineria

Flavob

Lactobacnlales

Moraxellaceae

Pseudomonas

Psychrobacter

/-\:Iphapr

Escherlchla _Shigella
RhodOSmeIaIes

Cyanobacteria

Me

Gastranaerophllales

Se

Lactobacnlaceae
Thlopseudomonas
Alterom'onadales

Oceanoépirillales

Marmomonadaceae

Shewanellaceae

Carnobacterlaceae

Sta

Corynebécteriales

Spirochéetaceae

Corynebacterium_1
. Aeromonadaceae

Corynebacteriaceae

HafniaLObesumb:acterium

Acholeplasrataceae
:Acholepla:smatales

Bacterlovoracaceae

:Campylob'acterales

EpsHonbacteraeota

cteroidia

Bacilli

Bacillales

ibacterium

Kurthia

|pe|otr|ch|a

acteriaceae

- Dialister

Prevotella 1

'IT|55|ereIIa

oteobacteria

Iain'abacteria

Ienomonas 1
Anaerowbrlo

Lactobacillus

Gramella

Marlnomonas

Lysmlbacnlus

SHewaneIIa
PrcéJvidencia
Holdemanella
f PLTA13

Pellstega

03 19 7L14
Acmetobacter
Atopostlpes
Flavobiacterium
© KD4_96
Erysépelothrlx
Micrococcales
Ba:cillaceae

phylococcaceae

Spirochaetes
Spiroéhaetales

Spirochaetia

Cardiohacterium

Jeotgalicoccus

Oceanisphaera

Treponema_2
Chitinofphagales
Microcioccaceae

Cytoéphagales

Acholeplasma

Aerocpccaceae
Peréadibacter
Pasteurellaceae
Pasteurellales
CeIIvi:brionaIes
Amphibacnlus

: NRL2

Campylobactena

F[awflexus
Dermacoccaceae
Ch|t|nophagaceae
Desulfowbrlo
Taibaiella
Glutaniicibacter
Cytophagaceae
Kytococcus
CeIIV|br:|0naceae
Allisonella
Gulpsibacter
Natronincola

:SM2D12

Lachnosplraceae UCG 003
Eubactenum ventnosum group
Negatlwbacnlus :
Defluvutaleaceae UCG 011
Rumlnocpccaceae_;NK4A214_;group
Lachnospiraceae_U:CG_004
Bacteroidales_bactérium_KA(:)OZS1
Eubacteriium_xylaniophiIum_group
StreptocOccus : :
Rumlnlclostrldlum 6
Ruminoc'occaceae ZUCG 013
Clostrldlum mnocuum group
Eubactenum rummantlum _gioup
Eubacterium coprostanollgenes group:
Proteocatella . :
Rumlnococcaceae UCG 003

Faecalitalea

.n
C
o
0
Q
=
]
.5
o
Q
[a]
[y
o
=

Turicibacter
Mollicutels_RF39
Butyrivib:rio
Coprococfcus_Z :
Ruminocpccaceae_fUCG_OOS
Butyricicioccus : :
WCHB1_81
Lachnosplraceae FCSOZO group
Velllonelta
Ery5|pelotr|chaceae UCG_ 003
Tyzzerella 4
Lachnosplraceae UCG 001
Fusobact.erlum
Fusobacterna
Fusobactieria
Fusobacferiales
Fusobactieriaceae
Ruminococcus gauvreauii gr:oup
Candldatus Accumuhbacter
Slmkanlaceae :
Chr|stensenellaceae R 7 group
Chrlstensenellaceae
Coprocoqcus_3 :
Kandlerla
Clostr|d|um_sensu_fstricto_l
Kandleriai_vitulina .
Clostridiéceae_l :
GCA_900066755
Eubacter:ium_eligeps_group
Dorea : :
Lachnosplraceae ND3007 group
Blfldobacterlum :
Betaprot@eobacterieniles
Eubacter:ium_hallii_fgroup
Burkholdieriaceae
Bifidobacteriales
Blfldobacterlaceae
Subdollgranulum
Rikenellaceae
Parasuttérella
AIistipesf
Verruconé\icrobiae
Verrucom|crob|a :
Verrucomlcroblales
Akkermah5|a
Akkermansiaceae
Lachnoclfostridium
Parabacteroides
Tannereliaceae
Lachnospira
Anaerostrpes
Rumlnocpccus 1
Rumlnococcus torques group
Peptostreptococca(:eae
Rombout-5|a
Rumlnocbccus gnavus group
Rosebuna
Blautia :
Faecalibécterium
Bactermdaceae
Bactermdes
Ruminocioccaceae
Lachnospiraceae :
Firmicuteis
Clostridia

Clostridiales :
[

-6.0 -4.8 -3.6 —2.4 -1.2 0.0

LDA SCORE (log 10)
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I Bai M Mongolian

! ! ! !
Clostrldla

Clo_strldlales
Firmicutes
Lachnospiraceae
Ruminoc%)ccaceae
Bacterfoidaceae
Bafcteroides
Faecaliﬁacterium
Proteobactena
Gammaprotepbactena
Roseburla

Blautia
IEEnterobacEteriaceae

! Enterobacteriales
Betaproteobacteriales
Burkholc@eriaceae
 Alistipes
Tanneirellaceae
Paraba'cteroides
Rummococcus 1
Actmobactena
Parasutterella
B|f|dobacter|ales
Blfldobacterlaceae
Blfldohacterlum
Rikerémellaceae

| ASF356

* Kandleria_vitulina
Clostrid:iaceae_l
Actinobacteria
I;Ruminococicus_torquies_group
: kandleria
Verrucomtcroblales
Lachnosplra

: Akkiermansia
Akkermeinsiaceae
Verrucor‘inicrobiae
Verrucémicrobia

: : Dorea
Clostridilfjm_sensu;stricto_l
Subdoli'granulum
S|mk.an|aceae
Lachnoclostndmm
Megasphaera

Fontlcella

Escherlchla _Shigella

: Anaerostlpes
Lachnosp|raceae ND3007 _group
Peptostreptoc0ccaceae
Chiamydlae

Ro:mboutsia

Coprococcus_3

Gotitschalkia

Chliamydiae
Chrlstensenellaceae
Chr|stensenellaceae R 7_group
Eubaoterlum haII|| _group

: Izhaklella

: : . Bacilli
Ruminocbccaceae :UCG 014
. Enterococcus faecium
Chlamydlales

Mltochondrla
Deltaprotebbacterla
Rumlnococcus gauvreaun group
: Coprobacnlus
Novosphlngobmm
Butyr|V|br|o

Barne5|ellaceae

EzakleIIa

Lachnosplraceae UCG 001
Molllcutes

Tehericutes

Fusicat:enibacter

Herb|n|x

Lachnosplraceae FCSOZO _group
Rumlnococcaceae UCG _005
erlllonella
Ruminocci)ccaceae_:UCG_003
Mollicutes_RF39

Tyzézerella_4
Cloétridiales_t'family_XI

: Bz-;arnesiella
Wohifahrtiimolﬁadaceae
Cardiobécteriales

: Delftia

Marinifilaceae
D:esulfovibr’;ionaceae
R:uminiclos':cridium_G
Desulfoviiorionales
Vanbaculum
Rumlnococcaceae UCG _013 |
Faecahtalea

Lachnosp|raceae UCG 004
Tunubacter

L|mr_\ochord|a

Ruminozcoccus 2

: Limnochordales
Eub:acterium_r%uminantiu:m_group
: Streptomyces
Bacteiroidales b:acterium EKA00251
Streptomycetaceae
Streptomycetales

Tyzzerella 3

Aquabactenum

Sphmgomonas

Micirococcus

Baclllales

Eubacterlum xylanophllum group
Pseuddnocardla

Odorlbacter

Desulfobacterales

Eubacterlum coprostanollgenes group
Wlnogradskyella

Sedlme:ntlbacter

: Endozo;comonas
Endbzomomomadaceae
‘:I'hiomicrosipiraceae

: Planocbccaceae

T|55|erella

Rummococcaceae NK4A214 _group
Desulfobacteraceae

Butyr‘|C|coccus

AIIorhnzoblum Neorh|zob|um Pararhlzob|um Rhlzob|um
Desulfowbrlo

Sulfurovaceae

BI|0phI|a

F]negoldla

CAG_352

Rlckett5|ales

Brewbacterlaceae

: DTU08Y

:Carnobacteriaceae

F0332

Brevibacterium

Prevotell:aceae_UCG_OOl
Oceanob:acillus

Mltsuokella

Cetobact,enum

Paraprev:otella :
Candldatus Accumullbacter
leenellaceae RC9_gut group
Holdemanella

Pelistega

Prevotellé_l

0
Y
=
o
=
o
9

2.
a
I
3
c
3

Pseudorh:odobactelif
Megamonas :
Selenom:onadales
Negatlwcutes
bactenum NLAE zI P237
Galellales
AIIoprevqteIIa
Prevotellla_Z
Bacteroi(éjia
Bacteroidetes
Bacteroidales
Prevotell:a_Q

Prevotellaceae

| | |
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I Korean

Eubacterlum coprostanollgenes group

I Tibetan

R|kenellaceae RC9 gut group |

. Christensenellaceae_R_7_group

Rummococcaceae NK4A2 14_group

Rumlnococcaceae UCG_ 005
Ruminococcaceae. UCG_003

Prevotelléceae NK3B31 _group
Clostr|d|a|es vadeBGO _group

Ruminécoccaceae: UCG_010

I
w

: Succlelbrlonaceae

Aeromonadales

Succmlwbrlo
Actlnobacterla
Bifido:bacterium I
Bifidobacteriales
Blfldobacterlaceae
Actmobacterla

. Bacili |
Lactc:)bacillales
Lactob:acillaceae
Lactobacnlus
R|kenellaceae
Catenlbactenum
Erysipeiotrichales
Erysipelot:richaceae
: Erysi,%)elotrichia

Muribaculaceae

; Chrlstensenellaceae
Subdoljgranulum
Selenomonas 1
Phascolarctobacterlum

Aadamlnococcaceae

Prevotella 1

Barne15|ellaceae

Ruminococcus_2

Lent|sphaerae
vadinBE97
Victivallales

Lentisphaeria

Poribacteria

Nitratiredt:Jctor
Bhargavaéa
S5 Alda |
Deinococc:aceae
Propioniciicella
Deinococéus
Listeriaceiae
Brochothrix
Weissellaé
Leuconostocaceae
Faecahtalea
Wohlfahrtumonadaceae
Cardlobacterlales
Undlbacterlum
Bogoriellaéceae
Gulosibac:ter
Bacillus._licheniformis
Xylella :
Jeotgallbacnlus
Rumlnococcaceae UCG 012
Enterococcus faecmm
Pelomonas :
Butyricicoiccus
Cloacibacierium
Winogradiskyella
Paraprevdtella
WPS2
Colwelliaéeae
Colwellia @
Aadlproplonlbacterlum
Negatwmgccus
Fusobacteriia
Fusobactefria
Fusobactériales
Fusobacteirium
Fusobactériaceae
Parasutteé’ella
Marinilactibacillus
Lachnosplra
Escherlchla Sh|gella
Lachnoclostndlum
Prevotella-_Z
Megamonias
Enterobacteriaceae
Enterobacfteriales :
Bacteroidfetes
Bacteroidi:a
Bacteroidéles
Bacteroid%aceae
Bacteroides : :
| | |
-2 -1 1 2 3
LDA SCORE (log 10)
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I Korean

Gammaproteobacteria

Succinivibrionaceae

. Pseudomonadales

Dysgonomonadaceae

Cardiobacteriales

Woh[fahrtiimonadaceae

F{seudomonadaceae

. Flavobacteriaceae
Clostridiales_Family_XI

- Erysipelotrichales

Erysipelotrichaceae

E'scherichia_ShigeIIa

A:Iphaproteobacteria

Acidaminococcaceae

Phascolarctobacterium

Hafnia: Obesumbacterium

Pseudomonas_aeruginosa

I Uygur

Proteobacteria

Aeromonadales

Succinivibrio

Bacilli

Bacillales

Proteiniphilum

Planococcaceae

Alloprevotella

Catenibacterium
Flavobacteriales
Prevotella_2

Kurthia

Marinilabiliaceae

Pseudomonas

Erysipelotrichia
Ignatzschineria
Dialister
Moraxellaceae
Megasphaera
Tissierella
Psychrobacter

Thiopseudomonas

Anaerovibrio
Selenomonas_1

Prevotella_1

Oceanospirillales
Rhodospirillales

Cyanobacteria

Alteromonadales

Melainabacteria

Gastranaerophilales

Marinomonadaceae
Marinomonas
Lysinibacillus

Shewanella
: Shewanellaceae
fCarnobacteriaceae

I::beltaproteobacteria

: Mollicutes
Tenericutes
Barnesiellaceae
Atopostipes
Barnesiella
Flavobacterium
Gramella

Acinetobacter

Bacillaceae |
Erysipelothrix
:Staphylococcaceae
: Spirochaetes
Spirochaetales
Spirochaetia
Spirochaetaceae
Aeromonadaceae
: Corynebacteriales
: Oceanisphaera

Micrococcales

Chitinophagales |
Jeotgalicoccus
Treponema_2
Cytophagales
Cellvibrionales

Corynebacterium_1

:Desulfovibrionales

Corynebacteriaceae

pampylobacterales |
Campylobacteria
:Epsilonbacteraeota
Acholeplasma
Aicholeplasmataceae
EAcholepIasmatales
Desulfovibrio
I:l:esulfovibrionaceae
Micrococcaceae
Cellvibrionaceae
Cytophagaceae
Amphibacillus

: Taibaiella
Chitinophagaceae
. Aerococcaceae

Sphingobacteriales

(2]
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>
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Q
o
o
Q
[a]
-
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=
Q
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Q
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Friedmanniella
Cellvibrio

Glutamicibacter

I'E’eptostreptococcus

Clostridium_innocuum_group
Pseudorhodobacte'r

Thermoactinomycétaceae

—
=
c
o
©
o
=
o
Q
1
T
<
o
Q
o
k=3
o
%]

Kroppenstedtia
Lachnospiraceae_U:CG_004
Desulfomicrobium :
Eubacterium_ventréiosum_g roup

Weissella

| Leuconostocaceaeé

Georgenia :
Fusicatenibacter .
Lachnospiraceae_FECSOZO_group
Desulfomicrobiaceée
Coprobacillus :
Proteocatella

Nitratireductor

Helcococcus

Faecalitalea

Propionicicella
Lachnospiraceae_QCG_003
BaciIIus_thermoan'fonvorans
Tyzzerella_4 .
Lachnospiraceae_leG_OOl
GCA_900066755 :
Ruminococcus_gaLivreauii_group
Enterococcus_faecium
Butyrivibrio :

WCHB1_81

| Muribaculaceae
Undibacterium

Cloacibacterium

Streptococcus
Anaerorhabdus_furfcosa_group
Eubacterium_rumir:mantium_group
Streptococcaceae
Anaerosalibacter :

Sulfitobacter

Coriobacteriales

Coriobacteriia

| Butyricicoccus
Verrucomicrobiae
Verrucomicrobia
Coprococcus_2
Verrucomicrobiales
Akkermansia '
Akkermansiaceae
Collinsella :
Coriobacteriaceae
| Paraprevotella :

Lachnospiraceae_ND3007_group

| Haloimpatiens
Ruminococcus_1
Peptostreptococcaceae
Fusobacteriia :
Fusobacteria
Fusobacteriales
Fusobacterium
Fusobacteriaceae
Romboutsia

| Acidipropionibacteé’ium
Eubacterium_eligehs_group
Anaerostipes .
Eubacterium_hallii_fgroup
Ruminococcus_gnavus_group
Ruminococcus_tordues_group
Lachnospira .
Lachnoclostridium
Megamonas :
Faecalibacterium :
Ruminococcaceae

Blautia .
Bacteroidaceae
Bacteroides

Firmicutes
Lachnospiraceae
Clostridia

Clostridiales

I
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N
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LDA SCORE (log 10)



I Bai

I Korean

Clostridia
Clostridiales
Lachnospiraceae
Bacteroidaceae
Bactermdes
Ruminococcaceae
Enterobacteriaceae
Enterobacteriales
Actinobacteria
Blautia
Actinobacteria
Bifidobacteriales
Bifidobacteriaceae
Bifidobacterium
Roseburla
Betaproteobacterlales
Burkho[derlaceae
Escher|ch|a _Shigella
Anaerosallbacter
Lactobacillales
Bacilli

‘Sutterella

Dorea

Xylella

Eubacterlum halln _group
Parasutterella
Marinilactibacillus
Sulfurovum
Micrococcus
Bogoriellaceae
Sulfurovaceae
Bhargavaea
Winogtadskyella
Butyrivibrio

Georgenla
Eubactenum ruminantium_group
Enterococcus faecium
Suifitobacter
‘Anaeroplasmataceae
Anaeroplasmatales
Anaéroplasma
Deinococcaceae
Demococcus
Rummococcus _gauvreauii_group
Lachnosplraceae UCG_004
Paraprevotella
Butyricicoccus
Helcococcus
Mitochondria
Fusicatenibacter
Melalnabacterla
Gastranaerophnales
Cyanobacterla
Faecalitalea

Pelomonas
Cardiobacteriales
Wohlfahrtiimgnadaceae
Thiomicrospiraceae
Ruminpcoccus 2
Erysipelotrichaceae: UCG_004
Intrasporang|aceae
Leuconostocaceae |
janlbacter
Helicobacteraceae
Weissella

Tessaracoccus
Hellcobacter
Rummococcaceae UCG_003 |
Lachrrosplraceae UCG_003
Baullales Famlly Xl |
Enterococcaceae
Enterococcus
Emguobacterlum

gut_metagenome

Rhodanobacteraceae
Delftia

Mitsuokel[a
Rombouts:ia
Peptostreptococcaceae
AIIoprevoteIIa
Bactermdales
Bacteroidia
Bacteroidétes
Prevotellai_9

Prevotellaceae
|
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LDA SCORE (log 10)
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I Tibetan I Uygur

Proteobacteria
Gan:wmaproteobacteria
Aeromonadales
S:uccinivibrionaceae
Succinivibrio
:Enterobacteriaceae |
Enterobacteriales
Pseudomonadales

: Bacillales

: Prevotella_2
Dy:sgonomonadaceae
Proteiniphilum
Cardiobacteriales
Wohifahrtiimonadaceae
: Planococcaceae
P:seudomonadaceae
E;scherichia_ShigeIIa
Alloprevotella
Dialister

Kurthia
Marinilabiliaceae
CIoétridiaIes_Famin_XI
Ignatzschineria
Pseudomonas
Flavobacteriales
Flavobacteriaceae
Moraxellaceae
Tissierella

Psychrobacter

: Anaerovibrio |
A:Iphaproteobacteria
. Oceanospirillales
Rhodospirillales

: Thiopseudomonas
: Alteromonadales
Marinomonadaceae
' Marinomonas
Gramella

Vitellibacter

Lysinibacillus

Shewanella |
Shewanellaceae

: Parasutterella
ECarnobacteriaceae
. Atopostipes
5e|taproteobacteria
Bacillaceae
Flavobacterium
Erysipelothrix
Acinetobacter

Gottschalkia

Mollicutes |
Tenericutes
Micrococcales
Planococcus
é‘l’hermomicrobiales
: Chloroflexia
S5_Al4a
:Staphylococcaceae
JG30_KF_CM45
Aeromonadaceae
Corynebacteriales

Hafnia:Obesumbacterium

Oceanisphaera

Desulfovibrio
Jeotgalicoccus
(_%orynebacteriaceae
torynebacterium_l
Desulfovibrionaceae
: Chitinophagales
Microtrichales
Lacunisphaera
Acholeplasma

Acholeplasmataceae

fAchoIepIasmataIes

. Micrococcaceae |
Desulfovibrionales
Jeotgalibacillus
:Campylobacterales
. Campylobacteria
iEpsiIonbacteraeota
SM2D12
Marinococcus
Spirochaetes
Spirochaetales

Spirochaetia

Spirochaetaceae |
Treponema_2
Marinococcus_halophilus
: Anaerococcus
Aerococcaceae
Amphibacillus
Friedmanniella

Xylella

Allisonella

Taibaiella

Chitinophagaceae

Cytophagales |

CAG_352
Ii?‘eptostreptococcus
Cellvibrionales

JTB215

Glutamicibacter
Terasakiellaceae
Pseudc%monas_aeruginosa
Verruc_01

Methylococcales

Lautropia

| Clostridiales_vadin:BBGO_group
Tyzzerella_4 :
Butyricicoccus
Lachnospiraceae_FECSOZO_group
Ruminococcaceae_éUCG_OlO
vadinBE97 :
Victivallales

Lentisphaeria :
Lachnospiraceae_UCG_001
Paraprevotella :

Lentisphaerae

| Ruminococcus_gaufvreauii_group
Verrucomicrobiae

Verrucomicrobia .

Verrucomicrobialeé

Akkermansia .

Akkermansiaceae
Lachnospiraceae_ND3007_group
Coprococcus_2 :

Sarcina

Ruminococcaceae_éUCG_OOB :
Eubacterium_copréstanoligenes_groupf
Ruminococcaceae_éUCG_OOS :
Butyrivibrio :

Holdemanella :
RuminococcaceaejNK4A214_group
Collinsella :

Coriobacteriaceae

Coriobacteriales

Coriobacteriia
Eubacterium_eligehs_group
Ruminococcus_1 :

Subdoligranulum
Christensenellaceafx\-:-_Rj_group

Christensenellaceae

| Eubacterium_hallii_;group
Streptococcaceae
Streptococcus .
Cetobacterium
Anaerostipes
Rikenellaceae_RCQé_gut_group
Rikenellaceae :
Lactobacillus
Lactobacillaceae
Muribaculaceae
Actinobacteria

| Bifidobacterium

Bifidobacteriales
Bifidobacteriaceaeé
Actinobacteria :
Blautia
Ruminococcaceae
Lachnospiraceae
Clostridia

Clostridiales
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I Bai W Tibetan

Firmicutes
Actir§10bacteria
Ruminoéoccaceae
Actir§10bacteria
Bifidoﬁacteriales
Bifidobaéteriaceae
Bifidobacterium

. Bacilli
Lact(f)bacillales
Aeroninonadales
Succinivib{rionaceae
: Suiccinivibrio
Lactobiacillaceae
Lacétobacillus
ERoseburia

: CAG_873
Rikénellaceae

: Muribaculaceae
Rikenella:ceae_RCQ_:gut_group
Streptomyces

: Strepto:mycetales
Streptom'ycetaceae
Melamabacterla
Gastranaerophllales
Cyal?obacterla
Streptococcaceae
Stre:ptococcus

Subdoligranulum
Chr|stensénellaceae
Chrlstensenellaceae R 7_group
Catenlbactenum

ASF356

. Selenomonas 1
Lachnosplraceae NK4A136 _group
Butyerlbrlo

-Sutterella

Holdemanella

Rumlnococcaceae NK4A214 group
Corlobactenales

Corlpbacterua

:Collinsella

Coriobac::teriaceae
Rumincéwcoccaceaeé_UCG_OOS
Ruminécoccaceae:_UCG_OOB

: Rumlnococcus 2
Anaeroplasma
Anaeroplasmatales
Anaeroplasmataceae

Eubacterlum coprostanollgenes group
* Sarcina

Rummococcaceae UCG_014 |

: Dolosygranulum
Lent|sphaerae

: BarneS|eIIaceae
Clostrldlales vadeBGO _group
V|tt|vaIIaIes
Lent|sphaerla

vad|nBE97
Leptotnchlaceae
Ruminococcaceae' UCG 010
Pseudohaliea

Porlbacterla
Rumlnlclostrldlum 6
qurobacter
Enterococcaceae
Fusicatenibacter
Enterococcus
Lachnospiraceae: UCG_004
Marinifilaceae

AadammOcoccus

Thermomicrobiales

I /G30_KF_CMas

Chloroflexia

Prevotell a5_7
Mitsuokella
Planococéus
Fusobacteriia
Fusobactéria
Fusobacteriales
Fusobactérium
Fusobacteriaceae
Mycoplasmatales
Bacillus thermoamylovorans
Mycoplasr‘:nataceae :
Mycoplasma

S5 Alda
Lachnoclostridium
Romboutéia
Peptostreptococcaceae
Prevotella 2
Megamonas
AIIoprevoIéeIIa
Bacteroidaceae
Bacteroidc:és
Prevotella 9
Prevotellaéceae
Bacteroidia
Bacteroid(ietes

Bacteroidales
|
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bal

. Uygur

Proteobacteria
Garénmaproteobacteria I
© Aeromonadales
Succinivibrionaceae
: Succinivibrio
: Bacilli
Pseudomonadales
: Bacillales
:Enterobacteriaceae

Enterobacteriales

Dyésgonomonadaceae I
Proteiniphilum
Cardiobacteriales
Wohifahrtiimonadaceae
. Planococcaceae
P;seudomonadaceae
Escherichia_Shigella

: Prevotella_2
Lactobacillales
Myxococcales
Pseudomonas

: Kurthia
CIoétridiaIes_Famin_XI
. Dialister
Flavobacteriales
Ignatzschineria

: Marinilabiliaceae

‘ Flavobacteriaceae
Erysipelotrichales
Erysipelotrichaceae

: Erysipelotrichia
Catenibacterium
Moraxellaceae
Tissierella
Betfaproteobacteriales
Aflphaproteobacteria
Psychrobacter
Burkholderiaceae

Rhodospirillales

Lactobacillaceae |
Lactobacillus
Cyanobacteria
Melainabacteria
Gastranaerophilales
: Clostridiaceae_1
Anaerovibrio
Thiopseudomonas

Selenomonas_1

Oceanospirillales |
Alteromonadales

: Gramella
E')eltaproteobacteria
Plesiomonas
Marinomonadaceae
Marinomonas
Lysinibacillus
fCarnobacteriaceae

: Marmoricola
Shewanellaceae
Shewanella

Dorea
Haerré]ophilus_influenzae
: CAG 873
Atopostipes
A(.:idaminococcaceae
Mollicutes
Tenericutes
Barnesiellaceae
Barnesiella |
Erysipelothrix
Flavobacterium
Desulfovibrionales
Acinetobacter
Enterococcaceae
Azoarcus
Enterococcus

Gulosibacter

Dfesulfovibrionaceae |
Micrococcales

Gottschalkia
Ruminocéccaceae_UCG_014
. Gillisia
Aeromonadaceae
Desulfovibrio

Staphylococcaceae

Bacillaceae

Oceanisphaera

Dermacoccaceae

Corynebacteriales |
HafniaLObesumbacterium
ECamponbacteraIes
Campylobacteria
Epsilonbacteraeota

: Vitellibacter
Ruminococcus_2
Jeotgalicoccus

Planomicrobium

Selenomonas_4 |
I1zhakiella
C;forynebacteriaceae
Corynebacterium_l
. Chitinophagales
Varibaculum
Spirochaetes
Spirochaetales

Spirochaetia

Spirochaetaceae |
Acholeplasma
Aé:holeplasmataceae
EAchoIepIasmataIes
Micrococcaceae
Friedmanniella
Sulfuritalea

: Treponema_2
Pseudo:monas_aeruginosa
Marinifilaceae
Cellvibrionales
‘:rhiomicrospiraceae
Brevibacteriaceae

. Cytophagales
Ruminocéccaceae_UCG_OlZ
Brevibacterium
Winogradskyella
Marmoricola_sp_S8_670

: Micrococcus

Nocardioidaceae

: Sneathia |
P:seudochrobactrum

. Aerococcaceae
Lacunisphaera
Eubacteriunﬁ_fissicatena_group
: Delftia
Arthrobacter

Amphibacillus

Chitinophagaceae

Odoribacter |

Taibaiella

Cellvibrionaceae
Enterobacter

C1_B045

Cytophagaceae
Peptostreptococcus

: Glutamicibacter
Clostridiurfn_sensu_stricto_ls
: Microtrichales
Allisonella
Séhingobacteriaceae
Sphingobacteriales

. JTB215

Clostridium_innocu.:um_group
Eubacterium_ventﬁiosum_g roup
Tyzzerella_4
Lachnospiraceae_UCG_001
Butyricicoccus :
Coriobacteriales

Coriobacteriia

Paraprevotella
Lachnospiraceae_N:K4B4_group
Coprococcus_2 :
Defluviitaleaceae_LéJCG_Oll
Lachnospiraceae_l\iD3007_group
Verrucomicrobiae

Verrucomicrobia

Verrucomicrobiales

| Akkermansia
Akkermansiaceae
Fusobacteriia
Fusobacteria
Fusobacteriales
Fusobacterium
Fusobacteriaceae :
Ruminococcus_1 :

Eubacterium_hallii‘:group

| Lachnospira

Ruminococcus_torgues_group

| Lachnoclostridium
Eubacterium_eligehs_group
Ruminococcus_gnavus_group
Peptostreptococca'Ceae
Romboutsia

Anaerostipes

Megamonas
Faecalibacterium
Ruminococcaceae

| Blautia :
Bacteroidaceae
Bacteroides
Lachnospiraceae
Prevotella_9
Clostridia

Clostridiales
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I Hui

I Miao

! ! !
Bact%eroidales

Bacteroidia

Bactferoidetes
Prevo;tellaceae

Prevotella 9

AIIoprevoteIIa

: Prevotella 2
Rummococcus torques group
Pseudorhqdobacter

: Prévotella_7

- Fusobacteriaceae

: Fusokfiacterium
Fusgbacteriia

Fus%)bacteria

: Fusobécteriales
R|kene|laceae RC9 gut group
Butyerlbrlo

: Akkerman5|a
Akkerman5|aceae
Verrucomtcroblales

: Verrucomlcroblae

Verrucomicrobia

o
o)
°
=3
o
o
o
%]
n
=
=3
c
3

Mesorhizobium

Pa raprevotella
UBA10353 marlne _group
Geobacteraceae

Geobacter

Pseudohaliea

Cellvibrio
Lactococcus
Leptotrlch|aceae
Rhodocyiclaceae
Audamin'ococcus
Cytophagales
Lachnospwaceae FCSOZO_grOUp
N|trosomonadaceae
Cellwbndnaceae
Izhaklella_
Aquabac%erium
Rubritaleaceae
Luteolibafcter :
Methylorr:\onaceae
Kurthia :
Nelsseria:ceae
Flnegoldiia
Nelsseriai
Tyzzerellia_3
Helicoba(.:teraceaef
Helicobaicter .
Anaerovi.brio
Gramella
Methylomonas
Methylophagaceae
Methylophaga
N|trosococcales
Geodermatophnaceae
Lachnoanaerobacu1um
CeIIqumonas :
CeIIqumpnadaceaé
Dolosigraimulum .
Arenimorﬁas

Stomatobaculum

Beuermcklaceae
Methylob:acterlum
Coprococcus_3
D|p|orickéttsiales
RsaHF231
Lachnosplraceae UCG 010
Halobaatlus :
Lachnosﬁiraceae leG_004
Chrlstensenellaceae
Chr|stensenelIaceae_R_7_group
Alteromdnas
Dlplorlckett5|aceae
Rlckettslella
Sphlngor_nonas
Parapedcébacter
Ercella
Moryellaé
Spirosom:aceae
Butyncmoccus
Moryella_ mdohgenes
Escherlch|a _coli
FBP
Janibactefr
Proteoca'tella
Selenomé)nas_3
Ruminocbccaceae_EUCG_OB
Streptosporangiales
Thiomicr%)spiraceaé
SM2D12:
Selenomionas_l
GaIIioneIia
Lachnosplraceae UCG 001
Thauera
| CAG_ 873
Rummococcus 2
Rumlnococcaceae UCG 014
Nocardlo]des :
SAR92_c[ade
UIvibactér
Streptocts)ccus
Melamabacterla
Gastranaerophllales
Cyanobacterla
D|aI|ster;
Streptoccf)ccaceae
Treponeﬁna 2
Splrochaetes
Splrocha_etales
Spirocha:etia

Splrochaetaceae

Eubactedum hallii _group

Agathobacter

Dorea
Rhodospérillales
Ruminoc@)ccus_l
Alphaproieobacteri:a
Anaerost1pes :
Streptosporanglaceae
Lactobac,lllales
Lachnosplra

Bacilli
Bifidobacéteriales
Bifidobac'teriaceaez
Bifidobacterium
Actinoba'tteria
Actinobacteria
Blautia :
Megamonas
VeiIIoneIIéaceae
Succinivibrio
Succmlwbnonaceae
Aeromon;adales
Selenomionadales
Negativiéutes
Roseburiia
Faecalibécterium
Ruminococcaceae
Lachnoséiraceae :
Clostridia
Clostrididles

Firmicutes

-6.0 -48 -3.6 -24 -1.2 0.0 1.2 24

LDA SCORE (log 10)

Prevotella amnii DSM 23384_JCM 14753

Eubacterium rumlnantlum_group

Lachnosplraceae ND3007 gr‘oup
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Clostridiales

Clostridia

Firmicutes

Bacteroidaceae

Bacteroides
Ruminococcaceae

: Faecalibacterium
Ruminococfcus_torques_group
Ruminocoécus_gnavus_group
Pept:ostreptococcaceae

. Romboutsia
Tannerellaceae
Parabacteroides

Akkermansia

. Akkermansiaceae

Verrucomicrobiales

- Verrucomicrobiae |
Verrucomicrobia

Alistipes

Parasutterella

Rikenellaceae
Lachnoclostridium
Clostridiaceae_1
Beiéaproteobacteriales
Prevotellaceae_NK3B31_group
Burkholderiaceae
Megasphaera
Clostridilélm_sensu_stricto_l
Subdoligranulum

Prevotella_7

Ruminococcus_1

Dorea

Veillonella

Ruminococcu_is_gauvreauii_group |
Coprococcus_3

Tyzzerella_4

Butyrivibrio

. Mollicutes_RF39
dhristensenellaceae
ChristenseneilIaceae_R_7_group
: Mollicutes
Tenericutes

Turicibacter
Deltaproteobacteria

' Sarcina

Faecalitalea
Lachnospiracfeae_FCSOZO_group
Ruminococcaceae_UCG_005
CIostridiurén_innocuum_group
Cardiobacteriales
Wohifahrtiimonadaceae

Rfuminiclostridium_ﬁ

Dfesulfovibrionaceae
Barnesiellaceae
éEubacterium_coproétanoligenes_group
EDesquovibrionaIes
CIositridiaIes_Famin_XI
Desulfobacterales
Pasteurellaceae

Pasteurellales
Ruminococcaceée_NK4A214_group
: Hungatella
Arcobacteraceae

Arcobacter

Negativibacillus

. Bilophila
Desulfobacteraceae

' Listeriaceae

Desulfocella

Desulfovibrio

Cellvibrio

| Ruminococcaceae_éUCG_OOB
Gitt_GS_136

| GKSQS_freshwater_égroup
Cellvibrionaceae
Cytophagales
Leuconostoc_fallax'
Corynebacterium_céasei
Cellvibrionales
Lactococcus

Kurthia

Oscillibacter
Alteromonadales
Oceanospirillales
Anaerovibrio
Bacteroides_fragilis
Streptococcus :
Oceanobacillus

Catenibacterium

Streptococcaceae :

| Marinilabiliaceae
Coprococcus_2
Thiopseudomonas
Ruminococcus_2 :
Eubacterium_rumirfmantium_group
Flavobacteriaceae
Melainabacteria .
Gastranaerophilalés
Cyanobacteria
Flavobacteriales
Agathobacter
Treponema_2
Spirochaetales
Spirochaetia
Spirochaetaceae
Spirochaetes
Alloprevotella
Lactobacillales

Bacilli

| Rhodospirillales

Alphaproteobacteria

Veillonellaceae

Selenomonadales
Negativicutes .
Megamonas
Gammaproteobact:eria
Proteobacteria :
Succinivibrio
Succinivibrionaceaé
Aeromonadales
Bacteroidia
Bacteroidetes
Prevotella_9

Prevotellaceae

I

I
I

N
O —_
N

LDA SCORE (log 10)
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I Korean

Bacteroidales

Bacteroidia

Bacteroidetes

Prevotellaceae
Bacteroidaceae

Bacteroides
Ruminococicus_torques_group

Ruminococcus_gnavus_group

. Lachnoclostridium

Holdemanella

Prevotella_7 |
Collinsella
Coriobacteriaceae
Veillonella

: Akkermansia
Akkermansiaceae
Verrucomicrobiales
Verrucomicrobiae
Verrucomicrobia
Paraprevotella
Butyrivibrio

Sarcina
Ruminococcu$_gauvreauii_group
Murdochiella
Faecalitalea
Pasteurellaceae
Pasteurellales
Cardiobacteriales
Wohifahrtiimonadaceae
Listeriaceae
Pelomonas
Brochothrix
Tyzzerella_4

Turicibacter

Lachnos:piraceae_UCG_OOB

Clostridium_innocuum_group

Arcobacteraceae

Arcobacter

Helcococcus

Ercella
CarnobacteriaceaeE
Chitinophagales :
Halomonas
Halomonadaceae
Sphingobacteriaceée
Sphingobacterialesi
UBA10353_marinez_group
SM2D12 .
Myxococcales
Marmoricola
Luteolibacter
Odoribacter
Cytophagaceae .
Marinomonadaceae
Marinomonas .
Cellvibrio
Eubacterium_xylanfophilum_group
SS1_B_06_26
ChristensenelIaceaie_R_7_gr0up
Kurthia :
Cellvibrionaceae
Cytophagales
SAR92_clade :
Marmoricola_sp_58_670

| Aliidiomarina
Selenomonas_4

| Cellvibrionales

Anaerovibrio
Alteromonadales .
Ruminococcaceae_iUCG_013
Oceanospirillales :
Selenomonas_1
Lachnospiraceae_leG_OOl
Dysgonomonadacéae
Proteiniphilum .
Lachnospiraceae_l\iD3007_group
Ruminococcaceae :UCG_014
Eubacterium_rumirﬁantium_group
Melainabacteria
Gastranaerophilaleis
Thiopseudomonas
Cyanobacteria :
Ruminococcus_2
Marinilabiliaceae
Anaerostipes
Treponema_2
Spirochaetales
Spirochaetia
Spirochaetaceae
Spirochaetes

Bacilli

| Agathobacter
FIavobacteriaceaeE
| Ruminococcus_1 :
Flavobacteriales
Rhodospirillales
Alphaproteobacteria
Veillonellaceae .
Selenomonadales
Negativicutes .
Megamonas
Faecalibacterium
Roseburia
Gammaproteobacteria
Succinivibrio :
Succinivibrionaceae
Aeromonadales '
Proteobacteria
Lachnospiraceae
Clostridiales
Clostridia

Firmicutes

LDA SCORE (log 10)
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| | | |
Actinobacteria

Bifidobfacteriales
Bifidobac::teriaceae

: Erysipe[:otrichales
Erysipeloﬁrichaceae

: Erysi;é';elotrichia |
Bifidobacterium

Allofprevotella |
Lactob:acillaceae
Lactobacﬂlus

Murlbaculaceae
R|keneIIaceae

leenellaceae RC9 gut group
Catenlbacterlum

Holdemanella

Coriobiacteriales

Coribbacteriia

ECoIIinseIIa

Coriobaoteriaceae

: Butyrivibrio
Chrlstensenellaceae

: Subdolrgranulum
EChristense‘;neIIaceae R 7_group
. . PrevoteIIa 1
Rumlnococcaceae NK4A214 _group
Prevotellaceae NKBB31 _group
Prevotella 7

: Sarcina
Eubacferium coprostanoligeoes group
. Rumlnococcaceae UCG_005
Akkerman5|a

Akkermonsmceae
Verrucorﬁicrobiales

: Verrucoimicrobiae
Verruéomicrobia

Veillonella
[.{uminococt.:us_gauvre.auii_group
Paraprevotella
Ruminococcaceaeé_UCG_003

: : Lentisphaerae
Clostridiaies_vadinBéBO_group
Victivallales

Lentlsphaerla

Rumlnlclostrldlum _6
Rumindcoccaceae. UCG_010
vadinBE97

FBP

CeIIV|br|o

Marmorlcola _Sp_S8_ 670

Lactococcus

Aquabact@erium

Cytophagéles

Cellvibrioré‘laceae

Roseibacillus

Odoribactier

Cellvibriorf\ales

UIvibacter%

Diplorickéttsiales

Alteromonas

Anaerowbno

Eubactenum xylanophllum group

Lacunlsphaera

Streptosporanglaceae

Rlckett5|eila

Halobacnlus

Coprococcus 3
Dlplorlckett5|aceae
ButyrlClCO'ccus

Rummococcaceae UCG 013

Rumlnocorccaceae UCG 014

Parasutterella

Eubacterlum hallii group

Marlnllabmaceae

Lachnosp[raceae_UCG_OOl

Ruminoco:ccus 2 .

Coprococcus 2

Lachnospbraceae ND3007 group

Eubacterlum rummantlum group

Treponema 2

Splrochaetales

Spirochaeitia

Spirochae:taceae

Spirochaeites

Agathoba'cter

Escherichia_ShigeIIa

Ruminocofccus_l :

Rhodospiréillales

Alphaprot:eobacteria

Lachnospira

Enterobac:teriaceae

Enterobacteriales

Blautia :

Roseburia

Megamonéas

Faecalibacterium

Bacteroid:aceae

Bacteroides

Proteobacfteria
Lachnospiraceae

Clostridialées

Clostridia- :

| |

-2 -1 1 2
LDA SCORE (log 10)
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Wohifahrtiimopadaceae

Prevotellaceae NK3BBl _group
leenelIaceae_RCQ_gut_group

Bactéroidetes
Bacteroidales

Gammaproteobacteria

Proteobacteria

AIIoprevoteIIa

Pseudomonadales
. Cardiobacteriales

- Erysipelotrichales
Erysipelotrichaceae
Erysipelotrichia
Dy;sgonomor;wadaceae
Planococcaceae
Prote:iniphilum
Catenibacterium
Féseudomor%adaceae
Enterobacieriaceae

. Enterobacterlales

Clostrldlales Famlly Xl

E:scherichiaE_Shigella

A'cidaminocbccaceae
Phascolarctobacterlum
Oceanosplnllales

Marlnomonadaceae

Deltaproteobacterla

:Carnobacteriaceae

Desulfowbrlonaceae

Staphylococcaceae

Desulfob'acterales

Pseudomonas aeruglnosa

Prevotellaceae
Bacteroidia

Pre:votel la_9

Prevotella 2

Meg_asphaera

Pseudomonas

Ignatzfschineria

Moraxellaceae

Psychrobacter

Alterom,:onadales

Selendmonas_l

Shewanellaceae

Desulfowbnonales

iCamponbiacterales

Epsilonbacteraeota
: Aeromonadaceae

Corynebacteriaceae
I:Desulfobaéteraceae

: Corynebacteriales

Corynebacterlum 1

Acholeplasmataceae

ZAchoIepIa‘smataIes

Bacnlales

:Dlallster

Tissierella

Pre:votel la_1

Marmomonas
Lysm|baC|IIus
Holdemanella

Prevotella_7

ShHewanella

I\:/Iollicutes

Tenericutes

Atopostlpes

EI’ySlpe|0thl’IX
Baclllaceae
FIavob_actenum
Desulfovibrlo
Micrecoccales
Campylobacteria

Arcobacteraceae

Arcobacter

Jeotgahcoccus

Oceamsphaera

MICFOCDCCBCEBE

Veillonella

Acholeplasma

Aerococcaceae
Amphibacillus
Allisonella
Peptostreptococcus

Glutam|C|bacter

—
o
C
0
o
=
o

- .-
-+
o
0

Q
[a]
1]
Q
o

Weissellg

—
=y
o
>
Q
o
-3 -
>
Q
o
Q.
)
o
w0

Th|ohaI0rhabdaceaEe

-
[0]
C
[a)
o
=]
o
.- -
—+
o
(g}
—
Q
Q
x

Mesorhlzoblum
Rumlnococcaceae UCG_ 003
Enterococcus faectum
Edwardsiella
Lachnospiraceae_u:CG_004
Oscillibacter :
Coprococcus 3

Eubactenum xylanophllum group
Galllonella .
Fusmatembacter
Bacteroieiies_fragilié
Ruminococcaceae fUCG 014
Rumlnococcaceae UCG 013?
Streptococcus :

Butyr|C|cpccus

w
+
=
0]
°
-
o
[a)
SO -
[a)
0
Q
[a)
1]
Q
(]

Ruminococcus_2
Lachnospiraceae_L!CG_OOI
Treponema_2 :
Spirocha%—:tes
Spirochaétales
Spirochafetia
Spirochaétaceae
Lachnoclostrldlum
Coprococcus_z
Agathobécter
Rhodosp[nllales
Alphaproteobacterra
Eubacterjum rumlnantium group
Lachnosplraceae ND3007 group
Eubacterium ellgens group
Eubacter1um hallii : group
Rumlnococcus 1
Lachnosplra
Anaerost:]pes
Bifidobaéteriales
B|f|dobacter|aceae
Blfldobaqterlum :
Roseburla

Megamonas
Bacteroieilaceae
Bacteroides

Blautia .
Faecalibécterium
Ruminocioccaceae
Lachnospiraceae :
Firmicutes

Clostridia

Clostridiales :
|

-6.0 -4.8 -3.6 —2.4 -1.2 0.0

LDA SCORE (log 10)
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Firmicutes

ECIostridia

Cloéstridiales
Lachnospiraceae
Proteobacterla
Gammaproteobacterla
: Aeromonadales
$uccm|V|br_|onaceae

: Sucicinivibrio
Ruminocbccaceae

: I%oseburia
Faecalibiacterium

. Blautia
Actin:bbacteria
Bifidobacterium

: Bifidobécteriales
Blfldobacterlaceae
Escherlchla _coli
Actmpbacterla
Veillouellaceae
Megamonas
Alphaproteobacterla

© Bacill
Rhodoispirillales
Lacto:bacillales
Ruminococcus_1
E:scherichia: Shigella
SS1:B 06 26
Eubacterlum rumlnantlum_group
: FIavobactenaIes
Spiroéhaetales
Spi'rochaetia
Spirochiaetaceae
Spir';ochaetes
Cyanobacteria

. Melain;cabacteria
Gastranaerophllales
Lactobacnlus
Lactobacﬂlaceae
Betaproteobactenales
Burkholderlaceae

: Trep:onema 2
AC|d|m|crob||a
FIavobacterlaceae

: Rumlno:coccus 2
Pseudomonadales
Agathobacter

Dorea

Sutterella
Lachnosplraceae ND3007 _group
Pseudomonadaceae

: Selenomonas 4
Rumlnococcaceae UCG _ 014
: Thlopseu:domonas

gut metagenome
A|||d|omar|na

RsaHF231

Coprecoccus 2
Eubacterlum hallu _group
Streptococcaceae
Lachnosplraceae UCG 001
Rlckett5|ella
Marlnllabmaceae
Selenoimonas_l

© Ercella

: : Prei)videncia
Ruminocé)ccaceae_;UCG_OB
Timonella
iVIicrococcéles_lncert:ae_Sedis
: Jianibacter
Nocard|0|des
Streptococcus

5CAG _873

Aquahacterlum
Th|om|crosp|raceae
Desulfovermlculus
Erysmelotrlchaceae UCG_004
Cellulomonadaceae
Cellulomonas

vitellibacter

Marihifilaceae
Desulfoha[oblaceae
Fu5|caten|bacter
ChnstensenelIaceae_R_7_group
Chrlstensenellaceae
Sedlmentlbacter

GthoneIIa

MoryeIIa mdollgenes
LachnoSplraceae 1JCG 004
Myxecoccales
Oceano:spirillales

:Moryella
lntrasporanglaceae
Anaerowbrlo

Alf:allgenes

CoproEcoccus_3

: CeIIviEbrionaIes
Ruminocbccaceae_:UCG_OOB
Spirosomaceae
Alteromfonadales
Odoribacter

: Hehcobacter

: Helicobacteraceae
Eubacterlum xylanophllum group |
Tyzzerella 3

AIcahgenes faecalis
Sphlngomonas

Alteromonas

: Kurthia

Cellvibrionaceae
Var:baculum
Carnobacterlaceae
Pseudogracmbacnlus

; Methylomonaceae

. Dev05|aceae
Cald:ltrlchales
Calditréichaceae
Gebdermatobhilaceae
Dolosigranulum
Cytafphagales

Rubritaleaceae

Mafrmoricola

Membranicola

-n
[vs)
o

Planoc:occaceae
Stomatébaculum

:CeIIvibrlo

izhakiella

CaIdit'richaeota

: : Calditrichia
I:Sifidobact(:erium_Ionéum_subs;')_longum
: Roseibacillus
Lactococcus
Clostridiaceae_4
Camlnlcella
Brevibacteriaceae
Moraxellaceae

Alkaliphilus

Finegoldia

BreVIbacterlum

Marmorlcola sp S8_670
Clostrldlaceae 2
Ery5|pelatoclostr|d|um
Cytophagaceae
Shewanellaceae

Shewanella

Halobacnlus

Parapedobacter

Cetobacterium
SM2D12
Clostridiu:m_innocuium_groupé
Turicibacter

Ve|IIoneIIa
Streptosporanglales
M|tsuoke]Ia

Pa raprevptella

UIwbacter

Prevotella_7

Verrucomicrobiae :

<
)

3

3

c

[a)

o
-3
(o]

3

S

=

[J1]

Verrucomlcrob|a|es
Akkermah5|a .
Akkermansiaceae

Delftia :
Ruminocbccus_gnar:vus_group:
Rumlnococcus torques group
Rombout5|a
Peptostreptococcaceae
Alloprevqtella

Prevotelléa_g

Bacteroidetes

Bacteroidia

Prevotellg‘:)ceae

Bacteroidales

; | | | | |
-6.0 -4.8 -3.6 —2.4 =12 0.0 12 2.4 36 48 6.0
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! ! ! ! !
Firmicutes
Clostridiales
tlostridia
Lachnosplraceae
Rummococcaceae
Faecallb_acterlum
Bacterioidaceae
Ba:tteroides
F:ioseburia
© Blautia
Ro:mboutsia
Lachnosplra
Peptostreptococcaceae
ParasUttereIIa
;Al|st|pes
Tanneirellaceae
Paraba'cteroides
Rummococcus 1
CIostrldlaceae 1
Rummococcus torques group |
: Actmpbacterla
Verrucomlcroblae
Verrucomlcrobla
Verrucomrcroblales
AkkErmanS|a
Akkerman5|aceae
Anaerostlpes
Clostrldlum _sensu: strlcto 1
: Bifidobacteriales
B|f|dobacter|aceae
Actlnobactena
* Dorea
Betaproteobacterlales
Burkholderlaceae
Rummococcus _gnavus_group
: Megasphaera
R|kenellaceae
Subdollgranulum
Lachnosplracéae ND3007 _group
Eubacterlum haII|| _group
Lachnoclostndmm
Murdochlella
Bacilli
Coproécoccus_3
dhristensehellaceae
ChrlstensenelIaceae_R_7_gr0up
Selenomonas 3
Mycoplasmataceae
: Mycopla:smatales
Myé:oplasma
Mollicutes
Teinericutes
Mollicutes_RF39
Tyzizerella_4
'S5_Al4a
: Nitrosomonas
Ruminocé)ccaceae_:UCG_014
Streptococcus
Brfochothrix
: Dialister
Rumlnococcus gauvreaun group
: Thauera
Streptococcaceae
Nltrosomonadaceae
Paenlglutamlabacter
Lachnosplra(:eae FCSO2O _group
Lachnos_plraceae_‘UCG_OOI
Candidafus Accum'ulibacter
Paenochrobactrum
Llster|aceae
Methylomonas
| Delftia
Tu'ricibacter
Methylomonaceae
' ButyrlClcoccus
Clostrldlum _Sp_¢ ennchment culture clone 06_ 1235251 27
Deltaproteobacterla
Rumlnococcaceae UCG _013
Mlcrococcus
Clostrldlales Famlly Xl
Bacnlales
: Barnesiellaceae
Ruminocé)ccaceae_:UCG_OO3
Intestinimonas
Lawsonella
Lachnosplraceae UCG 004
: . F0332
Rumlnococcaceae UCG _005
Velllonella
Coprobacnlus
: Fu5|caten|bacter
AIIorh(zoblum Neorhlzoblum Pararh]zoblum R;hlzoblum
Thlomlcrosplraceae
Barne5|ella
-Ezaklella
Johnsonella
Lachnoanaerobaculum
CAG 352
Desulfowbnonaceae
Desulfowbrlonales
Eubactenum coprostanollgenes group
Enhydrobacter
L|mnochordales
Pasteurellaceae
Pasteurellales
Stomatébaculum
Limriochord|a
Marié]ifilaceae
‘Bilophila
'I%issierella
Aquahactenum
Clostrldlum |nnocuum _group

Sphmgomonas

Odorlbacter

Faecalitaglea

Marinicelfla

Izhakiellai
Peptoclo:stridium
Paraprevotella
Fusobacterua
Fusobactéeria
Fusobacﬁeriales
Fusobactieriaceae
Fusobacterlum :
R|kene||aceae RC9 - gut_ group
Prevotella 1

Sutterellg
Pseudorh:odobacte:r
Bradymonas sedlmmls
Bradymanas

Bradqunadaceaef

Aeromonfadales
Succinivi:brio :
Succinivibrionaceaé
AIIoprevcéteIIa .
Prevotellé_z
Prevotella_9
Bacteroi(é!ales
Bacteroidia
Bacteroi(‘;|etes

Prevotellaceae

o2}
=
Q
Q.
<
3
o
]
Q
Q
L
[0}
n
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| | |
Aero:monadales

Succinivibrionaceae

Succinivibrio

Pro:teobacteria
Gammapro:teobacteria
Sbirochaetes

Spii:'ochaetales

Spirochaetia

Spirothaetaceae

Treponema_2

Rhodospirillales
Lachnosr:biraceae_ND$007_group
Cyanobacteria

Mela:inabacteria

: Gastranaierophilales
Eubacterifu m_ruminan:tium_g roup
: Strepté)coccaceae
Copirococcus_3

Ps;eudohaliea

Ainaerovibrio

SM2D12

A:Iteromonas

Lactococcus

Tyzzerella_:4
Pa raprevotiella :
Ruminococcus_gauvreauii_group
MitsuokeIIaE :
Verrucomicrobiae
Verrucomic:robia
Verrucomicfrobiales
Akkermansia
Akkermansiaceae
Pasteurellaceae
Pasteurellaies :
Rikenellaceiae_RC9_gut_égroup
Clostridiaceae_1
Clostridium:_sensu_stricfo_l
Rikenellaceae
Lachnoclos:tridium
Romboutsi:%l :
Peptostreptococcaceae

Erysipelotrizchales

| Erysipelotrichaceae

Erysipelotri:chia :
| |
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Proteobacteria

Gammapro:teobacteria
: Ruminé)coccaceae
Aerémonadales
Succinivibrionaceae
Sfuccinivibrio
AI[_oprevoteIIa
Ruminococcus_1
Butyrivibrio

Desulfovibrionaceae

Desulfovibrionales

Tyzzerella_:4
Sarcina
Chryseomicrobium
Nocardioidés
Butyricicoc:cus
Mitsuokellaé
Brochothrix: :
Lachnospiréceae_ND3067_group
Pa raprevoteiella :
Collinsella :
Coriobactefiaceae
Coriobacteréiales
Coriobacteriia
Streptococéaceae
Streptococ{:us :
Eubacterium_hallii_group
Muribacula'ceae :
Blautia :

Megamonas

Veillonellaceae
|

1

O_
N —
w @ e e e e e e e e e e e e e e e e e e e e e e e e e e e e

|
~1
LDA SCORE (log 10)
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Prevotellaceae |
Prevotella_9

: Aeromonadales
Siuccinivibrionaceae
: Succinivibrio
Bacilli
Lactobacillales
Lactobacillaceae
Lactobacillus
Alloprevotella
Muribaculaceae
Catenibacterium
Rikenellaceae
Rikenellaceae_RC9_gut_group
: Cyanobacteria
Melainabacteria
G:astranaerophilales
Christensenellaceae

ChristensenélIaceae_R_7_group

Prevotella_1

fEubacterium_coproétanoligenes_group

Coriobacteriia

Coriobacteriales

Ruminococcaceée_NK4A214_group |
Butyrivibrio
Ruminocci)ccaceae_UCG_OOS
Collinsella

Coriobacteriaceae
Barnesiellaceae
Ruminocci)ccaceae_UCG_OOB
Lentisphaerae

: Streptomyces

: Streptomycetales
PrevotelIacéae_NKBB31_group
étreptomycetaceae

: Victivallales
Lentisphaeria

vadinBE97

Sarcina

Coprobacter

Poribacteria
ClostridiaIeé_vadinBBGO_group
Ruminoccé)ccaceae_UCG_OlO

Paraprevotella

éDesquovibrionaIes I
Clavibacter
Ruminococcaceae_éUCG_013
Pelomonas :
Anaeroglobus

Tyzzerella_4

Turicibacter

p_251 o5
Intrasporangiaceaef
Paeniglutamicibacter
Parasutterella :
Subdoligranulum
Fusobacteriia

Fusobacteria
Fusobacteriales
Fusobacterium
Fusobacteriaceae
Erysipelotrichaceae_UCG_003
Anaerostipes :
Lachnoclostridium
Romboutsia :
Peptostreptococcafceae

Lachnospira

Ruminococcus_gnavus_group

Blautia

Firmicutes

Lachnospiraceae
Clostridiales
Clostridia
Bacteroidaceae

Bacteroides

I
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N
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I

LDA SCORE (log 10)
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Prevotellaceae
Proteobacteria
Garfnmaproteobacteria
Prevotella_2

: Aeromonadales
$uccinivibrionaceae

Succinivibrio

Alloprevotella
Bacilli |

Bacillales
Catenibacterium
Dialister
Erysipelotrichales
Erysipelotrichaceae
: Erysipelotrichia
Megasphaera
CIosEtridiaIes_Famin_XI
Escherichia_Shigella
Dysgonomonadaceae
: Proteiniphilum
Tissierella
Anoxybacillus
Prevotella_1
Aéidaminococcaceae

Pha:scolarctobacterium

Lactobacillaceae

Lactobacillus

Parasutterella |
Alteromonas
Anaerovibrio

Dorea
Streé)tococcus_sobrinus
Selenomonas_1
Rhodospirillales
Lysinibacillus
Melainabacteria
Gastranaerophilales
Cyanobacteria
Prevotellac(:eae_NK3531_group
Selenomonas_4
Mycobacteriaceae

Mycobacterium
Microtrichales

Arenimonas
Atopostipes

Izhakiella

Friedmanniella

Pseudohaliea

JTB215

Mollicutes_RF39

- Rummeliibacillus
Staphylococcaceae
Desulfovibrionales
Flavobacterium
Methylobacterium
: Jeotgalicoccus
Clostridium_sensu_stricto_18
: Planococcus
Desulfovibrionaceae
' Arthrobacter
Varibaculum
Allisonella
Nitriliruptorales
Nitriliruptoraceae

Nitriliruptoria

Marinifilaceae
Oceanobacillus
Amphibacillus

Peptostreptococcus

Fusicatenibacter .
Lachnospiraceae_LjCG_003
Butyricicoccus .
Turicibacter

Sphaerochaeta
Lachnospiraceae_FECSOZ0_group
Lachnospiraceae_UECG_OOl
Ruminococcus_galivreauii_group
Streptococcus

Paraprevotella :
Campylobacterales
Campylobacteria :
Epsilonbacteraeota
Sulfurimonas :
Thiovulaceae

Proteocatella

Ellin6067

| SAR92_clade

Veillonella

Ercella

Fusobacteriia
Fusobacteria

Fusobacteriales
Fusobacterium
Fusobacteriaceae
Agathobacter
Ruminococcus_1
Enterococcus_faecium
Thiomicrorhabdus
Anaerostipes
Pasteurellaceae
Pasteurellales

Haemophilus :
Ruminococcus_gnavus_group
Lachnoclostridium
Peptostreptococcaceae
Romboutsia
Eubacterium_eligehs_group

Actinobacteria

Megamonas
Bifidobacterium
Bifidobacteriales
Bifidobacteriaceaeé
Blautia :
Lachnospira
Roseburia
Ruminococcaceae
Faecalibacterium
Bacteroidaceae
Bacteroides
Lachnospiraceae
Clostridia

Clostridiales

LDA SCORE (log 10)
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Bacteroidaceae
Bacteroides
Firmicutes
Clostridia
Clostridiales
Lachnospiraceae
Roseburia
Veillonellaceae
Fusobacterium
Fusobacteriia
Fusobacteria
Fusobacteriales
Fusobacteriaceae

Lachnospira

Escherichia_Shigella

Erysipelotr:ichaceae_UCG_003 |
Bet:aproteobacteriales

: Burkholderiaceae
Ruminococcus_torques_group
Lachnoclostridium
Clostridiaceae_1

Alistipes

* Verrucomicrobiae
Verrucomicrobia
Verrucomicrobiales

: Akkermansia

. Akkermansiaceae
Selenomonas_4

Xylella

Sutterella

Vitellibacter
Tessaracoccus

Pelomonas
Lachnospiraceée_XPB1014_group
: Myxococcales
Micrococcus

C1_B045
Eubac:terium_hallii_group
Lachnosipiraceae_UCG_OlO
: Tyzzerella_4
Melainabacteria
Gastranaerophilales

: Cyanobacteria
REuminicIostridium_G

: Gottschalkia
Acidaminobacter

: Butyrivibrio
Lachnosfpiraceae_UCG_003
BEaciIIaIes_Famin_XII
Exiguobacterium

: Porticoccaceae
Ectothiorhodospirales
Eubacteriumé_ventriosum_group
Ectothiorhodospiraceae
Lachnos:piraceae_UCG_004
Izhakiella
Haenéophilus_influenzae
Ruminococcus_2
Deinococcaceae
Deinococcus

Sneathia

Coprococcus_3
Fusicatenibacter
Erysipelotr:ichaceae_UCG_004

Intrasporangiaceae

Eggerthellaceae -
Rikenellaceae_RCQLgut_g roup
Prevotellaceae_NK:BB31_group

Prevotella_1

| Catenibacterium

Prevotella_2

| Alloprevotella
Bacteroidetes
Bacteroidia
Bacteroidales
Prevotella_9

Prevotellaceae

|
2
LDA SCORE (log 10)
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| | |
Selenemonadales

Negativicutes

: Blautia

Actéinobacteria
Bifiddbacteriales
Bifidob:acteriaceae
Bifidobacterium
Acfinobacteria
Rumirémococcus_torﬁues_group

Prevotellaceae_NK3B31_group
: : Dorea

A:kkermansia I
Akkermansiaceae
Verruco'microbiales
Verrucéomicrobiae
Verrljcomicrobia

E:u bacterium_:hallii_group
Ruminococcus_1
Acidaminbcoccaceae
Phascolarctéobacterium
Lachnospiraceae_ND3007_group
: Corirococcus_B

Turicibacter

Fusic:atenibacter
Lachnosbiraceae_FCSOZO_group
Rumiinococcaceaie_UCG_003

: fMitsuokeIla

Paraprevot(:élla
Ruminiclostridium_6
Ruminococ'cus_z
Coprococcufs_z :
Eubacteriurfn_eligens_gr:oup
Romboutsié :
Peptostrepiéococcaceae
Enterobactériaceae :
Enterobactériales
Bacteroidacéeae
Bacteroides:: :
| |
1 2
LDA SCORE (log 10)
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: Sutterella
Peptostreptococcaceae
ﬁuminococcus_l

© Veillonella

- Tyzzerella_+ [
_ Ruminococcaceae_UCG 014

Flavobacterlacqae
Flavobacteriales
Proteiniphilum :
Dysgonomonadaceae
Rikenellaceae_ RC9 _gut_group

| _ Rikenellaceae :

| | |
-3 _2 1 0 1 2
LDA SCORE (log 10)



