
Unclassified
Christensenellaceae.39

Unclassified BS11 gut
group.11

Piromyces sp.5

Prevotella sp.167

Prevotella sp.157

Unclassified BD2-2.2

Unclassified S24-7.40

Piromyces sp.7Orpinomyces sp.10

Unclassified
Defluviitaleaceae.5

Treponema sp.89

Unclassified
Lachnospiraceae.429

Prevotella sp.126
Unclassified

Ruminococcaceae.107

Orpinomyces sp.12

Unclassified
Ruminococcaceae.49

RC9 gut group sp.18

Unclassified
Ruminococcaceae.39

RC9 gut group sp.73

Anaeromyces
mucronatusUnclassified

Gastranaerophilales.29

Thalassospira sp.9

Unclassified
Neocallimastigaceae.4

Unclassified
Veillonellaceae.17

Caecomyces
communis.5

Unclassified S24-7.32

Caecomyces
communis.24

Caecomyces
communis.21

Treponema sp.80

Unclassified
Prevotellaceae.19

Piromyces sp.16

Neocallimastix
frontalis.2

Unclassified
Ruminococcaceae.48

Treponema sp.36

Orpinomyces sp.5

Treponema sp.103

Piromyces sp.19 Butyrivibrio sp.19

RC9 gut group sp.67

Caecomyces
communis.20

Unclassified BS11 gut
group

Unclassified
Lachnospiraceae.80

Piromyces sp.14

Prevotella sp.39

Neocallimastix
frontalis.7

Unclassified BS11 gut
group.4

Piromyces sp.12

Unclassified
Prevotellaceae.22

Piromyces sp.10

Neocallimastix
frontalis.3

Unclassified BS11 gut
group.24

Prevotella sp.160

Unclassified BD2-2.3

Unclassified
Prevotellaceae.66

Unclassified
Bacteroidales.3

Anaeromyces sp

Unclassified
Prevotellaceae.9

Unclassified
Prevotellaceae.24

RC9 gut group sp.53

Unclassified
Ruminococcaceae.84

Unclassified
Christensenellaceae.82

Fibrobacter sp.32

Unclassified
Gastranaerophilales.11

Prevotella sp.22

Unclassified vadinBB60

Butyrivibrio sp.42

Neocallimastix
frontalis.5

Unclassified
Lachnospiraceae.107

Piromyces sp.21

Piromyces sp.1

Piromyces sp.17

Unclassified BD2-2.1

Piromyces sp.11

Fibrobacter sp.9

Unclassified
Ruminococcaceae.87

Unclassified
Prevotellaceae.79

Phylum
Bacteroidetes
Cyanobacteria
Fibrobacteres
Firmicutes
Neocallimastigomycota
Proteobacteria
Spirochaetae

Domain
Bacteria
Fungi

Interaction type
Correspondence
Mutual exclusion

Other

Piromyces sp.7

Sutterella sp.

Treponema sp.39

Unclassified
Prevotellaceae.13

Treponema sp.122

Piromyces sp.22

RC9 gut group sp.35

Piromyces sp.5

Anaeroplasma sp.3

Selenomonas sp.8

Prevotella sp.133

Selenomonas sp.3

RC9 gut group sp.38

Unclassified
Ruminococcaceae.128

Unclassified
Bacteroidales.5

Unclassified S24-7.36

Unclassified
Prevotellaceae.26

Neocallimastix sp.2

Saccharofermentans
sp.5

Treponema sp.9 Piromyces sp.19

Unclassified
Christensenellaceae.13 Unclassified

Neocallimastigaceae

Prevotella sp.179

RC9 gut group sp.36

Neocallimastix frontalis

Unclassified
Neocallimastigaceae.1

Unclassified
Christensenellaceae.7

Unclassified
Lachnospiraceae.33

Caecomyces
communis.11

Selenomonas sp.12

Treponema sp.7

Orpinomyces sp.12
Unclassified

Ruminococcaceae.11

Caecomyces
communis.7

Unclassified RF16

Orpinomyces sp.2Caecomyces
communis.10

Piromyces sp.3

Orpinomyces sp.1
Unclassified

Prevotellaceae.46
Unclassified

Prevotellaceae.80
Treponema sp.41

Piromyces sp.6

Unclassified
Lachnospiraceae.11

Orpinomyces sp.6

Neocallimastix
frontalis.8

Treponema sp.50

Unclassified
Prevotellaceae.22

Piromyces sp.20

Neocallimastix
frontalis.2

Orpinomyces sp.5

Unclassified
Ruminococcaceae.28

Unclassified
Prevotellaceae.58

Unclassified
Gastranaerophilales.1

Unclassified
Prevotellaceae.82

Neocallimastix sp.3

Unclassified
Gastranaerophilales.16

Treponema sp.43Treponema sp.101

Unclassified
Lachnospiraceae.191

Treponema sp.6

Fibrobacter sp.28

Unclassified
Christensenellaceae.105

Prevotella sp.272

Marvinbryantia sp.8

Unclassified
Lachnospiraceae.157Unclassified

Ruminococcaceae.106Blautia sp.19

Unclassified
Lachnospiraceae.142

Caecomyces
communis.5

Unclassified
Gastranaerophilales.3

Treponema sp.93

Unclassified S24-7.14

Unclassified
Gastranaerophilales.38

Unclassified
Christensenellaceae.94

Treponema sp.96

Phocaeicola sp.1

hoa5-07d05 gut group
sp.

Unclassified
Christensenellaceae.104

Unclassified
Christensenellaceae.42

Treponema sp.80

Fibrobacter sp.21

Cyllamyces aberensis.1

Piromyces sp.2
Unclassified

Gastranaerophilales.19

Unclassified
Prevotellaceae.74

Fibrobacter sp.23

Fibrobacter sp.18

Fibrobacter sp.25

Cyllamyces aberensis.2

Orpinomyces sp.8

Prevotella sp.78

Prevotella sp.141

Caecomyces
communis.3

RC9 gut group sp.21

Syntrophococcus sp.
Unclassified

Prevotellaceae.98

Anaeromyces
mucronatus Fibrobacter sp.16

Unclassified
Veillonellaceae.11

Caecomyces
communis.21

Unclassified
Prevotellaceae.125

Orpinomyces sp.7
Unclassified

Prevotellaceae.40

Saccharofermentans
sp.1

Unclassified
Prevotellaceae.66

Orpinomyces sp.3

Piromyces sp.14

Prevotella sp.77

Prevotella sp.12

Unclassified BS11 gut
group.23

Caecomyces
communis.6

Saccharofermentans
sp.2

Acetitomaculum sp.10

Unclassified S24-7.54

Fibrobacter sp.7

Unclassified
Lachnospiraceae.138

Thalassospira sp.
Papillibacter sp.1 Caecomyces

communis.1

Caecomyces communis

Unclassified
Gastranaerophilales.39

Unclassified
Lachnospiraceae.119

Unclassified
Ruminococcaceae.113

Ruminococcus sp.2

Prevotella sp.67

Syntrophococcus sp.5

Unclassified
Defluviitaleaceae.4

Unclassified
Lachnospiraceae.177

Prevotella sp.140

Caecomyces
communis.15

RC9 gut group sp.71

Ruminococcus sp.4

Buwchfawromyces
eastonii

Treponema sp.21

Unclassified
Lachnospiraceae.127

RC9 gut group sp.12

Treponema sp.17
Unclassified S24-7.27

Unclassified
Christensenellaceae.90

Anaeromyces sp

Blautia sp.27

Treponema sp.35

Treponema sp.51

Caecomyces
communis.20

Fibrobacter sp.9

Treponema sp.69

Unclassified S24-7.22

Caecomyces
communis.17

Unclassified
Lachnospiraceae.36

Treponema sp.53

A)

B)


