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Supplementary Figures

Figure S1. Comparative gene sequence analysis- groEL (A), gyrB (B), atpA (C), pyrG (D), pheS (E), rpoA (F), and uvrC (G) of 7 colonies isolated from yogurt inoculated with reference strain 11251 (Leu. mesenteroides).
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Figure. S2 Comparative gene sequence analysis- gyrB (A), groEL (B), pheS (C), rpoB (D), dnaK (E), rpoA (F), and recA (G) of 9 colonies isolated from yogurt inoculated with reference strain B151(L. brevis).
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Figure. S3 Comparative gene sequence analysis- ddl (A), gdh (B), gyrB (C), mutS (D), pgm (E), purK1 (F) and tkt4 (G) of 5 colonies isolated from yogurt inoculated with reference strain LB41K (L. plantarum).
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Figure. S4 Comparative gene sequence analysis- ddl (A), gdh (B), gyrB (C), mutS (D), pgm (E), purK1 (F) and tkt4 (G) of 7 colonies isolated from probiotic powder with reference strain LB41P (L. plantarum).
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