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Table S1. Isolation and screening of DSF-degrading strains.

Strains DSF degradation (%)
HN-1 81.0+0.9
HN-2 100 +0.2
HN-3 79.9+0.6
HN-4 69.0+1.0

Note: Means are averaged values of three replicates.



Table S2. The BLAST results of different Cupriavidus strains were detected at >99% similarity.

o Query E Similarit )
Cupriavidus sp. Accession
Cover value vy

Cupriavidus sp. strain HN-2 100% 0 100.00% MG561941.1
Cupriavidus sp. PND-6 99% 0 99.86% EF687003.1
Cupriavidus sp. TFD45 99% 0 100.00% EU827492.1
Cupriavidus sp. SM-2017 99% 0 99.71% LC218379.1
Cupriavidus pinatubonensis strain: 1266 99% 0 99.50% AB121227.1
Cupriavidus pinatubonensis strain: 1243 99% 0 99.50% AB121220.1
Cupriavidus pinatubonensis strain: 1247 99% 0 99.43% AB121223.1
Cupriavidus pinatubonensis strain 1245 99% 0 99.43% NR_040987.1
Cupriavidus pinatubonensis strain: 1249 99% 0 99.36% AB055427.2
Cupriavidus sp. PIC4 99% 0 99.50% KF954774.1
Cupriavidus pinatubonensis type strain

98% 0 99.64% FN597611.1

CCUG53907T




Figure S1. The isolate HN-2 did not show antagonism against Xcc. Holes punched in the LB

plate contained culture solution of Xcc and isolate HN-2.
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Figure S2. The scanning electron microscope image of strain HN-2. The strain HN-2 cell was

ellipse to rod-shaped (0.4-0.8 x 0.6-1.2 um), straight, and without flagella.
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Figure S3. The remaining amount of DSF at different time points determined by HPLC. A, B,
C represent the amount of remaining DSF with the strain HN-2 at 0 h, 12 h, and 24 h.
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Figure S4. Mass spectra and proposed structures of detected degradation products identified
with GC-MS. (a) DSF; (b) trans-2-decenoic acid methyl ester.



