Table S1 Summary of the de novo assembly of transcriptomic profiles of P. erythrina

Total length Max length Average length
Count N50 GC %
(bp) (bp) (bp)
Trinity 58,260,420 88,014 21,889 661.94 880 43.83

Unigene 47,567,028 76,358 21,889 622.95 806 44.59




