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B. diazoefficiens USDA 110T

BA000040.2 - 7,542,878 .. 7,577,700

B. sp. CF659
FOQJ01000002.1 - 130,785 .. 165,555

B. sp. WSM2254
AXAB01000032.1 - 40,418 .. 75,268

B. sp. OK095
FOBX01000014.1 - 101,167 .. 137,225

B. sp. S23321
AP012279.1 - 1,470,058 .. 1,505,770

B. sp. WSM471
CM001442.1 - 6,428,880 .. 6,463,674

B. sp. BF49
LN901633.1 - 4,928,078 .. 4,966,371

B. sp. WSM1253
JH600073.1 -  2,997,283 .. 3,032,050

B. sp. WSM1417
KI911783.1 - 7,207,888 .. 7,242,609

B. sp. URHA0013
KI912427.1 - 658,218 .. 692,960

B. sp. WSM4349
KB890499.1 - 2,399 .. 37,167

B. sp. LTSP849
JYMR01000052.1 - 291,607 .. 326,222

B. sp. LTSP857
JYMS01000047.1 - 43,886 .. 78,502

B. sp. WSM3983
KI421489.1 - 195,003 .. 230,740

B. manausense BR3351T

LJYG01000026.1 - 103,131 .. 139,039

B. sp. Cp5.3
KE384515.1 - 85,811 .. 120,914

B. neotropicale BR 10247T

LSEF01000114.1 - 97,060 .. 133,028

B. sp. BR 10245
LUUB01000096.1 - 95,030 .. 129,689

B. sp. Ec3.3
AXAS01000025.1 - 126,929 .. 145,344 // AXAS01000068.1 - 25,525 .. 40,766

B. sp. CCBAU 41267
AJQI01000093.1 - 45,316 .. 81,360

B. diazoefficiens SEMIA 5080
ADOU02000005.1 - 1,266,808 .. 1,301,585

//

B. japonicum USDA 122
AXAX01000021.1 - 84,092 .. 118,893

B. japonicum Is-1
LGUJ01000001.1 - 4,007 .. 38,808

B. sp. G22
LN907826.1 - 2,242,689 .. 2,278,489

//B. japonicum USDA 123
AXVP01000003.1 - 194,732 .. 214,701 // AXVP01000162.1 - 2,128 .. 17,217

B. japonicum Is-34
JRPN01000001.1 - 43,896 .. 79,912

B. japonicum USDA 38
KI421458.1 - 122,552 .. 157,109

// //B. japonicum CCBAU 15618
AJPZ01000249.1 - 1 .. 11,840 // AJPZ01000248.1 // AJPZ01000337.1 - 1 .. 15,700

B. japonicum SEMIA 5079
CP007569.1 - 6,191,045 .. 6,227,060

B. japonicum CCBAU 25435
AJQA01000242.1 - 1 .. 18,277 // AJQA01000087.1 - 82,275 .. 95,822

//

B. japonicum USDA 6T

AP012206.1 - 2,587,057 .. 2,623,070

B. japonicum E109
CP010313.1 - 2,607,457 .. 2,643,470

B. japonicum FN1
JGCL01000003.1 - 467,222 .. 501,643

B. arachidis LMG 26795T

FPBQ01000002.1 - 647,205 .. 665,884 // FPBQ01000046.1 - 42,839 .. 58,974
//

//B. sp. USDA 3384
AXAD01000005.1 - 548,053 .. 567,120 // AXAD01000042.1 - 1 .. 16,137

B. stylosanthis BR 446T

LVEM01000003.1 - 1,080,779 .. 1,116,756

//B. huanghuaihaiense CGMCC 1.10948
IQ16DRAFT_scaffold00006.6 - 322,239 .. 341,016 // IQ16DRAFT_scaffold00031.31 - 1 .. 15,823

B. japonicum USDA 124
KB893805.1 - 499,587 .. 534,409

B. sp. AT1
JXDL01000001.1  - 6,377,402 .. 6,412,864

B. sp. ERR11
FMAI01000011.1 - 160,181 .. 194,996

B. sp. WSM2793
KB902780.1 - 66,831 .. 101,671

B. sp. Rc3b
FOUS01000003.1 - 512,632 .. 547,593

B. sp. CCBAU 15544
AJQF01000373.1 - 5,231 .. 40,077

B. sp. CCBAU 15635
AJQH01000061.1 - 19,343 .. 54,166

B. japonicum USDA 4
KI421457.1 - 419,351 .. 454,190

//B. sp. CCBAU 15615
AJQG01000148.1 - 19,346 .. 22,249 // AJQG01000149.1 - 1 .. 31,935

B. sp. Rc2d
FNCU01000001.1 - 821,761 .. 856,465

B. daqingense CGMCC 1.10947T

IQ17DRAFT_scaffold00009.9 - 239,868 .. 274,414

B. sp. CCGE-LA001
CP013949.1 - 1,836,563 .. 1,871,122

B. sp. DOA1
JXJM01000001.1 - 5,438,929 .. 5,473,522

B. sp. WSM1743
AXAZ01000012.1 - 132,256 .. 167,039

B. sp. DOA9
DF820425.1 - 2,702,393 .. 2,737,078

B. yuanmingense CCBAU 05623
AJQJ01000476.1 - 1 .. 18,004 // AJQJ01000123.1 - 5,777 .. 20,535

B. yuanmingense BR3267
LJYF01000042.1 - 7,207 .. 40,915

//

// //B. yuanmingense CCBAU 35157
AJQL01000202.1 - 1 .. 2,325 // AJQL01000201.1 - 1 .. 22,485 // AJQL01000200.1 - 19,654 .. 29,534

B. yuanmingense CCBAU 25021
NZ_AJQK01000228.1 - 15,703 .. 50,439

B. yuanmingense CCBAU 10071T

FMAE01000001.1 - 999,132 .. 1,033,844

B. yuanmingense CGMCC 1.3531
IQ15DRAFT_scaffold00011.11 - 65,042 .. 100,496

B. sp. Leaf396
LMQJ01000012.1 - 6,372 .. 41,075

B. japonicum in8p8
AUGD01000005.1 - 5,946 .. 40,650

B. japonicum is5
ATWP01000005.1 - 5,946 .. 40,650

B. sp. CCH5-F6
LSIC01000022.1 - 1,901 .. 36,710

B. sp. CCBAU 43298
AJQE01000346.1 - 1 .. 14,539 // AJQE01000345,1 // AJQE01000389.1 - 1 .. 14,970

B. liaoningense CCNWSX0360
LUKO01000044.1 - 78,487 .. 113,266

B. liaoningense CCBAU 83689
AJQD01000052.1 - 2,001 .. 36,745

//B. liaoningense CCBAU 05525
AJQC01000679.1 - 1 .. 13,173 // AJQC01000678.1 - 13,810 .. 34,302

// //

//

Supplementary Figure S3. Syntenic organization of the lateral flagellar gene cluster among 66 Bradyrhizobium genomes harboring both, the lateral and subpolar 
flagellar systems. High degree of conservation and flagellin duplications are observed. White arrows represent hypothetical or unknown proteins or coding 
sequences with no involvement in flagellar biosynthesis or regulation. Genome NCBI accs. no. and coordinates of the regions shown are specified under the strains 
name. Bold and T indicate type strain.


