Supplementary Material Table S3: Protein coding sequences of SIHUMIx used for Metaproteomics
The protein coding sequences were downloaded from the UniProt (http://www.uniprot.org/) server of the eight SIHUMIx strains separately, combined and used as database resulting in 29,558 protein coding sequences. Individual .fasta entries per species are given in Table S3.
 Table S3: Individual .fasta entries per species
	Species
	fasta_entries

	Bacteroides thetaiotaomicron
	4782

	Escherichia coli
	4307

	Anaerostipes caccae
	3743

	Erysipelatoclostridium ramosum
	3166

	Blautia sp.
	4502

	Lactobacillus plantarum
	3088

	Clostridium butyricum
	4245

	Bifidobacterium longum
	1725
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