
(a) Scaled read coverage of all isolates for chromosome 11 suggested that 16F has a 
duplication.

(b) A suspected deletion, found in isolates 2738 and 3769. Reads on either side of the 
suspected deletion are paired, providing strong evidence for the existence of a 
deletion. The deletion is approximately 1000 bases in length and falls within a gene 
encoding a hypothetical protein  (protein ID 68999) on chromosome 1 (4858500-
4859438).
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