Table S1. The oxygenase proteins in the S. albogriseolus LBX-2

- . Predicted
. Accession number . L. Length of Protein .
Gene_id . Subject description Domain transmembrane
in NCBI CDS length(aa) .
helices
SA_2GM000034 WP_030835026.1 cysteine dioxygenase 462 153 CDO_I 0
SA_2GM000124 KEG44335.1 antibiotic biosynthesis monooxygenase 333 110 ABM 0
. NAD_binding_8
SA_2GMO000173 KEG44118.1 FAD-binding monooxygenase Lo
1185 394 FAD_binding_3 2

SA_2GM000470 KEG43823.1 extradiol dioxygenase 393 130 Glyoxalase 1
SA_2GM000547 WP_030862881.1 monooxygenase 1821 606 FAD_binding_3 2
SA_2GMO000595 WP_006143212.1 aromatic ring-opening dioxygenase LigA 768 255 N/A 1
SA_2GM000825 WP_031016361.1 4-hydroxybenzoate 3-monooxygenase 1164 387 FAD_binding_3 1
SA_2GM000846 WP_031016338.1 monooxygenase 1281 426 FAD_binding_3 2
SA_2GMO001217 KEG43086.1 homogentisate 1, 2-dioxygenase 1362 453 HgmA 0
SA_2GM001483 WP_019525293.1 dioxygenase 429 142 Glyoxalase 0

glyoxalase/bleomycin resistance
SA_2GMO001560 WP_006136098.1 Lo

protein/dioxygenase 399 132 Glyoxalase 0
SA_2GMO001769 WP_028959795.1 heme oxygenase 648 215 Heme_oxygenase 0
SA_2GM002219 WP_030934652.1 dimethylaniline monooxygenase 1266 421 Pyr_redox_3 4
SA_2GM002319 WP_019525156.1 FMN:-linked alkanal monooxygenase 1095 364 Bac_luciferase 2
SA_2GM002409 WP_026243851.1 4-hydroxyphenylpyruvate dioxygenase 1146 381 Glyoxalase 0
SA_2GM002516 WP_019527097.1 cysteine dioxygenase 534 177 CDO_I 0
SA_2GM002566 WP_019522668.1 4-hydroxybenzoate 3-monooxygenase 1176 391 FAD_binding_3 1
SA_2GM002661 WP_006135839.1 monooxygenase 1518 505 FMO-like 3
SA_2GM002695 KEG41654.1 extradiol ring-cleavage dioxygenase 786 261 LigB 1
SA_2GM002739 KEG41618.1 monooxygenase 1200 399 Pyr_redox_3 1
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