
Supplementary Table S1a: Differentially abundant bacterial genera between Leaf and Berries 

 

 OTUs  Genus Corrected P-values  FDRs 
           

OTU94 Geodermatophilus 0.0060  0.00066 

OTU428 Kineococcus 0.0060  0.00066 

OTU903 Hymenobacter 0.0060  0.00066 

OTU152 Arthrobacter 0.0060  0.00066 

OTU39 Paenisporosarcina 0.0060  0.00066 

OTU288 Paenibacillus 0.0060  0.00066 

OTU101 Microbacterium 0.0060  0.00066 

OTU460 Planifilum 0.0060  0.00066 

OTU200 Methylobacterium 0.0060  0.00066 

OTU72 Cutibacterium 0.0060  0.00066 

OTU134 Nocardioides 0.0060  0.00066 

OTU415 Noviherbaspirillum 0.0060  0.00066 

OTU56 Massilia 0.0060  0.00066 

OTU374 Adhaeribacter 0.0060  0.00066 

OTU26 Gluconobacter 0.0060  0.00066 

OTU451 Roseomonas 0.0117  0.00123 

OTU897 Streptococcus 0.0172  0.00174 

OTU193 Domibacillus 0.0278  0.00275 

OTU849 Tumebacillus 0.0329  0.00312 

OTU211 Actinomycetospora 0.0426  0.00396 
            



Supplementary Table S1b: Differentially abundant fungal genera between Leaf and Berries  
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



 
 

Supplementary Table S2a: Differentially abundant bacterial genera among three climate zones  



Supplementary Table S2b: Differentially abundant fungal genera among three climate zones  
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

 

Supplementary Figure S1. Relative Abundance major species between two season, displaying the uniqueness of the 
fungal microbiome structure at Spring and Harvest season.
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Supplementary Fig S2. Relative abundances of major (A) bacterial and (B) fungal taxa (top 25, at genus 

level) of each cultivar (grouped in three genetic pools). Set1. N = 213. 
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Supplementary Fig S3. Relative abundances of major (A) bacterial and (B) fungal taxa (top 25, at genus 

level) of each cultivar (grouped in three geographic locations). Set2. N = 45. 


