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Figure S1. Area measurements of colony biofilms. Measurements completed using ImageJ. 

Statistics were determined using a two-way ANOVA with post-hoc Tukey test.  

 

 

 

 

 

 

 
 

 

 

Figure S2. Mass measurements of dry biofilm from agar plate growth. Biofilm was grown on LB 

agar plates supplemented with either no added sugar (0%), 0.5% (w/w) L-arabinose, or 25 ng/mL 

levofloxacin. Statistics were determined using a two-way ANOVA with post-hoc Tukey test.  
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Figure S3. Biomolecule concentrations in the EPS quantified by confocal microscopy. A. Protein 

concentration of biofilms grown on glass wool for 48 h at 28 and 37 ºC quantified by SyproRuby 

stain. B. Carbohydrate concentration was also quantified using confocal microcopy of biofilms 

grown for 48 h on glass wool at 28 and 37 ºC and stained with Calcofluor White. Statistical 

significance determined using two-way ANOVA analysis with a post-hoc Tukey. 
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Figure S4. Volcano plots of RNA-seq data analyzed with DESeq2 for biofilm and planktonic cells 

harvested at 28 and 37 ºC. Color data (teal for 28 ºC, red for 37 ºC) indicate genes that are deemed 

“significant” in their differential expression, with log2(Fold Change) > 2 and false discovery rate 

< 0.01.  

 

 

 

 



 S6 

 

 

 

 

 

 

 
 

 

Figure S5. Gene expression data for select transcripts in rich and minimal media exposed to 0.5% 

(w/w) L-arabinose compared to control. Biofilms were grown on glass wool over 48 h at the 

temperatures indicated. Planktonic cells were harvested after 24 h growth. Grey dashed line 

indicates the comparative log2(fold expression) = 0 of control (0% sugar). Statistical significance 

determined using two-way ANOVA analysis with a post-hoc Tukey test in GraphPad Prism 10. 
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Figure S6. Heat map of significantly expressed genes (log2(Fold Change) > 4, FDR < 0.01) 

found in all four experimental conditions. 
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Figure S7. Heatmap of the log2(Fold Change) expression of the transporter genes found in an 

EcoCyc Omics analysis across all growth and media conditions. Hashed and faded cells represent 

genes that did not have significance as determined by our DESeq2 differential expression analysis 

cutoffs of log2(FC) > 2 and p < 0.01. 
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Figure S8. Heatmap of the log2(Fold Change) expression of efflux pumps identified in an EcoCyc 

Omics analysis for planktonic cells at all growth and media conditions. Hashed and faded cells 

represent genes that did not have significance as determined by our DESeq2 differential expression 

analysis cutoffs of log2(FC) > 2 and p < 0.01. 


