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I—_- AB553816 Fasciola hepatica /Ovis aries/ Egypt
ABb553823 Fasciola hepatica/Bubalus bubalis/Egypt
—= MN970006 Fasciola jacksoni/Elephant/ Sri Lanka

M EMT909821 Fasciola nyanzae/ Hippopotamus amphibius/ Zimbabwe

MT429174 Fasciola gigantica/ Bovine/\Viet Nam

MT429177 Fasciola gigantica/ Buffalo/ Viet Nam

KU232369 Fascioloides magna/ Bos taurus/USA

EF051080 Fascioloides magna/ Fallow deer (Dama dama)/USA
EF612487 Fascioloides-magna/ USA

DQ683545 Fascioloides-magna/ Austria

EF534992 Fascioloides magna/ Cervus elaphus (red deer)/Slovakia
0Q689976 Fascioloides magna/ Fallow deer (Dama dama)/ Romania
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AAGTGE GG WTGGG TTAGOC TG TG G GUC TG TOUGAGGGTCG GO TTALA AACTAT CACGACG O CCAAATAGTOCGT GGCTTGGGTTTTGCCAGC TGGO GGG ATCTCC TCTATG AGTAATCAAT

=N W AR AN A WA AWM M Wi

130 140 130 160 170 180 150 200 210 220 I30 240
GAGGTGCCAGATCTATGGCGTTTCCCTAATGTATCCGGATGCACCCTTGTCCTGGCAGAAGGC CGTGETGAGGTGCGGTGGCGGAATCGTGGTTTAATAAACGGGT TGGTAACCAGTTATCGTT

WAWA A A AN Y WA A ANV A AR WA A AN AR A VAR,

250 260 270 80 290 300 310 320 330 340 350 360 370
GTGTTGGGCGATCCCCTAGT CGGCACATTTACGATTT CT GGG AT GAT CCCATACCAGGCACGTT CCACTACTGTCGCTTTATCGTCGGTTT GATGCTAGGCTTGGTCATGTATCTGATGCTACTGT

AW WA

380 390 400 410 24 430 440 450 460 480 490
TOTTTAAAGACGGTATCCTTCGTGAT CAGTCTTCCTGACCT CGGTTCAGACGTGATTACCCGCTG ATTT TAACCAPAAA AAATGAATAGGT TTTGGTGGGGT GTTT TGAATGG GGTTG ATGG

VA A A A eV A AW AN

S00 510 520 530 540 550 560 570 580 600 61
TTAAGGTTT TTTIGTTGGI GGTGGTGGTGTG G TGGTGGAGICGATG TT GAGGCGGTTGIG TG GTGAGGT GGT AGGCGAT GGG AT AAGACGY Y GGT TA AT CCAGCTAGCAGT
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C A ATTIG ACG MG TOA G AGATG ATCACG AAGGATACC GT CTTTAMCAACAGT A GCAT CAGATACAT GACCAAGCCTAGCATCAAACCGACGAT AAGCGACAGTAGTGGAACGTGCCTGG

50NN WANMANN AN WA WA AN AW ' AN ANV VY

130 140 150 160 170 180 190 200 210 220 230 240
TAT GGG AT CAT CCCAGAAATCGTAAAT GTGCCGACTAGGGG ATCGCCCAACACAACGATAACTGGTTACCAACCCGTTTATTAAACCACGATTCCGCCACCGCACCTCACCACGGCCTTCTGCCAG

A A AP A A A AW A A AN A A A A A A A AN VA AV

250 260 270 280 290 300 310 320 330 340 350 360 370
GACAAGGGT GCAT CCGGATACAT TAGGGAAACGCCATAGAT CTGGCACCTCATTGATTACTCATAGAGGAGATCCCGCCAGCTGGCAAAACCCAAGCCACGACTATT TGGGCGTCGTGATAGTTT GT

o A P A ARAR VA A A A A A A AN A AN A ARV AV

380 390 400 410 420 430 440 450 460 470 480 490 500
AAGCCGACCCTCGGACAGGCGTGGCCACAGGCTAACCCATGGCCGCAATATGCGT T CAAGATRC GAAATT GT TA A AACACCCCOGC CC CC CGTGC GGTCGTCCTTGCTCCTGGT GGTGCTTGT

L

510 520 530 540 550 560 570 580 590 600 610
GCTGCCTCCT T TC CGGT GG TGGT GI'CG GCCGCTCCTGICGGCGCIC GTCG CGCC GGCCGCGT TCGGTCG T GGCCGTCGGCTCTG®TT CAT CT TGTCCCCCTGGC G T G
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Fascioloides magna isolate RO_489_FM 5.8S ribosomal RNA gene, partial sequence; internal transcribed
spacer 2, complete sequence; and large subunit ribosomal RNA gene, partial sequence
GenBank: 0Q689976.1

EASTA  Graphics
Go to:
LOCUS 0Q689976 428 bp DNA linear INV 29-MAR-2023

DEFINITION Fascioloides magna isolate RO_489_FM 5.8S ribosomal RNA gene,
partial sequence; internal transcribed spacer 2, complete sequence;
and large subunit ribosomal RNA gene, partial sequence.

ACCESSION  0Q689976

VERSION 0Q689976.1

KEYWORDS .

SOURCE Fascioloides magna

ORGANISM Fascioloides magna
Eukaryota; Metazoa; Spiralia; Lophotrochozoa; Platyhelminthes;
Trematoda; Digenea; Plagiorchiida; Echinostomata;
Echinostomatoidea; Fasciolidae; Fascioloides.
REFERENCE 1 (bases 1 to 428)
AUTHORS  Imre,M. and Mederle,N.
TITLE First report of Fascioloides magna in fallow deer in Romania
JOURNAL  Unpublished
REFERENCE 2 (bases 1 to 428)
AUTHORS  Imre,M. and Mederle,N.
TITLE Direct Submission
JOURNAL  Submitted (24-MAR-2023) Parasitology and Parasitic Disease
Department, University of Life Sciences Timisoara, Timisoara, Calea
Aradului No. 119, Timisoara, Timis 300645, Romania
COMMENT ##Assembly-Data-START##
Sequencing Technology :: Sanger dideoxy sequencing
##Assembly-Data-END##
FEATURES Location/Qualifiers
source 1..428
/organism="Fascioloides magna"
/mol_type="genomic DNA"
/isolate="RO_489_FM"
/isolation_source="1liver"
/host="Dama dama"
/db_xref="taxon:394415"
/country="Romania"
/collection_date="12-Nov-2022"
misc_RNA <1..>428
/note="contains 5.8S ribosomal RNA, internal transcribed
spacer 2, and large subunit ribosomal RNA™
ORIGIN

[

tagcctgtgg ccacgectgt ccgagggtcg gettacaaac tatcacgacg cccaaatagt

61 cgtggettgg gttttgccag ctggegggat ctcctctatg agtaatcaat gaggtgecag
121 atctatggeg tttccctaat gtatccggat geacccttgt cctggeagaa ggeegtggtg
181 aggtgcggtg geggaatcgt ggtttaataa acgggttggt aaccagttat cgttgtgttg
241 ggcgatccce tagtcggeac atttacgatt tctgggatga tcccatacca ggeacgttec
301 actactgtcg ctttatcgtc ggtttgatge taggcttggt catgtatctg atgctactgt
361 tgtttaaaga cggtatcctt cgtgatcagt cttcctgacc tcggttcaga cgtgattacc
421 cgctgatt
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