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Supplementary Figure S3. The Kyoto Encyclopedia of Genes and Genomes (KEGG) map galactose metabolism of Streptomyces
sennicomposti GMY01. Red box indicates the gene clusters of GMY01 related with galactose. Blue box indicates D-Galactose and
Mannotriose as a product. KEGG map downloaded from SEED Viewer version 2.0 with additional marks.



