Table S1. Bacterial strains, primers and plasmids used in this study

Strain or Plasmid Genotype or Phenotype Reference
E. coli strains
S17-1 294 (recA thi pro hsdR-M*) Tp* Sm* [RP4-2-Tc:Mu-Km:Tn7] [67]
DHB5a F- ©80lacZAM15 A(lacZY A-argF) U169 recAl end Al hsdR17 (rK—, mK+) [68]

phoA supE44 A- thi-1 gyrA96 relAl
A. vinosum strains
Rif50 Rifr, spontaneous rifampicin-resistant mutant of DSM 180T [54]

sgpD:: Km Rifr, Kmr, sgpD:: Km (in A. vinosum Rif50) This work

Plasmids
pBBRIMCS-2 Kmr, Mob*, rep, lacZ [69]
pBBRIMCS-5 Gmr, Mob*, rep, lacZ [69]

Kmr, Xbal-HindIII fragment of PCR-amplified dsr promoter and dsrL
pBBRIMCS2-L in Xbal-HindIII of pBBgRlMCS-Z ’ g >4

Gmr, Rsrll fragment of PCR-amplified gentamycin resistance cassette .
pBBRI-L-Gm in Rsrll of pBBgRlMcsz-L P This work
pmCherry Ampr, mCherry [37]

pBBR_dsr_mCherry_Gm

pBBR_dsr_Seczsis_
mCherry_Gm

pBBR_dsr_sgpD_mCherry

pHP450Km
pSUP301

pSUP301_AsgpD

pSUP301_AsgpD_OKm

Primers
Del-Alvin2515-fw1

Del-Alvin2515-revl

Del-Alvin2515-fw?2

Del-Alvin2515-rev2
Gent-Cpol-Fw
Gent-Cpol-Rev
for-mCherry-Ndel
rev-mCherry-Sall
fAlvin2515-Ndel
rAlvin2515-Ndel
fo-mCher-SacllV4
re-mCher-NdelV4

for-mCher-Sig

re-Prom2515-Ndel

Gmr, Ndel-Sall fragment of PCR-amplified gene for mCherry in
Ndel-Sall of pBBR1-L-Gm, dsr promoter

Gmr, Ndel-Sall  fragment of PCR-amplified gene for mCherry in
Ndel-Sall of pBBR1-L-Gm, dsr promoter, PCR forward primer This work
encoding sgpD signal sequence

Gmr, Ndel fragment of PCR amplified sgpD (including signal peptide

This work

encoding sequence) in Ndel of pBBR_dsr_mCherry_Gm This work
Apr, Kmr, pHP45Q) with kanamycin cassette [61]
Apr, Kmr, RP4 oriT p15A ori Mob* [67]

Apr, Mob*, HindIII fragment of PCR-amplified genome region around
sgrD (Alvin_2515) with deletion of 603 bp of the sgpD sequence in This work
HindlIII of pSUP301

Apr, Kmr, Mob*, QOKm cassette from pHP450Km inserted into

pSUP301_AsgpD using EcoRI This work

This work
ATGATAAAGCTTCAACCTCGATTCGCCACCAC This work
TGCGGCTTTTTAGAATTCCATGTGACACACCTTGAAAAGACAG .

This work
(EcoRI)
GTGTGTCACATGGAATTCTAAAAAGCCGCATGCGGGGTC .

This work
(EcoRI)
ATGATAAAGCTTCATCAGCCGGTCGTCGT This work
ATGATACGGTCCGCTGTCGTGCCAGCTGCATTA (Rsrll) This work
ATGATACGGACCGATCTCGGCTTGAACGAA (Rsrll) This work
ATAGCTCATATGGTGAGCAAGGGCGAGGA (Ndel) This work
ATAGCTGTCGACCCGCTACTTGTACAGCTCGTC (Sall) This work
ATAGCTCATATGTCCAAGCTGATCCAAACC (Ndel) This work
ATAGCTCATATGGCGCGTTTGGGAGGAAGG (Ndel) This work
ATAGCTCCGCGGCGAACTGATTCGGGTCGAGCC (Sacll) This work
ATAGCTCATATGGCGCGTTTGGGAGGAAGGC(Ndel) This work

ATAGCTCATATGTCCAAGCTGATCCAAACCGTCTCCGCCATCG
CGCTCGCTGCCGCCACGACCACGGCCTTCGCCTGGATGGTGAG This work
CAAGGGCGAGGA (Ndel)
ATAGTCCATATGGTGACACACCTTGAAAAGACAG (Ndel) This work
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