Supplementary Material

Table S1: Number of similar proteins between humans and different organisms.

Organism Total of Low stringency High stringency
proteins
E-value
1-10 1-50 1-100 1-10 1-50 1-100
H. sapiens 75,074
Pathogenic organisms
P. falciparum 5,456 2769 955 322 103 81 41
(50.75) (17.50) (5.90) (1.89) (1.48) (0.75)
E. histolytica 7,959 3357 1170 399 35 32 19
(42.18) (14.70) (5.01) (0.44) (0.40) (0.24)
G. intestinalis 4,466 2209 685 172 17 15 11
(49.46) (15.34) (3.85) (0.38) (0.34) (0.25)
T. gondii 8,404 3311 1357 517 118 107 61
(39.40) (16.15) (6.15) (1.40) (1.27) (0.73)
T. brucei brucei 8,587 3711 1386 469 72 70 47
(43.22) (16.14) (5.46) (0.84) (0.82) (0.55)
T. cruzi 19,242 3858 1426 499 75 73 48
(20.05) (7.41) (2.59) (0.39) (0.38) (0.25)
C. neoformans 6,743 4734 2091 835 179 136 79
(70.21) (31.01) (12.38) (2.65) (2.02) (1.17)
B. malayi 9,409 7828 4296 1815 318 285 147
(83.2) (45.66) (19.29) (3.38) (3.03) (1.56)
L. major 8,038 3627 1360 451 72 70 45
(45.12) (16.92) (5.61) (0.90) (0.87) (0.56)
C. tetani 2,415 1115 278 68 0 0 0
(46.17) (11.51) (2.82) 0) 0) 0)
C. botulinum 3,590 1220 320 78 0 0 0
(33.98) (8.91) (2.17) 0) 0) 0)
C. perfringens 2,721 1116 302 83 0 0 0
(41.01) (11.10) (3.05) 0) 0) 0)
N. meningitidis 2,001 837 264 74 0 0 0
(41.83) (13.19) (3.70) 0) (V)] 0)
N. gonorrhoeae 2,106 794 241 71 0 0 0
(37.70) (11.44) (3.37) 0) 0 0)
C. albicans 6,035 4322 1881 707 161 118 70
(71.62) (31.17) (11.71) (2.67) (1.96) (1.16)
C. glabrata 5,200 4060 1740 669 135 96 59
(78.08) (33.46) (12.87) (2.60) (1.85) (1.13)
C. tropicalis 6,226 4157 1794 682 132 98 58
(66.77) (28.81) (10.95) (2.12) (1.57) (0.93)
T. vaginalis 50,190 3922 1144 355 63 42 32
(7.81) (2.28) (0.71) (0.13) (0.08) (0.06)
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E. invadens
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Low stringency = minimum percent coverage of 30% and minimum percent
identity of 10%; High stringency = minimum percent coverage of 70% and minimum
percent identity of 70%. () = Percentage of similar proteins to the human proteome
calculated from the count of similar hits in relation to the total number of proteins of

each species.

Table S2: Percentage of similar proteins between mice and different pathogenic

organisms
Organism Total of Pathogenic Low stringency High stringency
proteins potential
E-value
1-10 1-50 1-100 110 1-50 1-100
M. musculus 55,471
F. tularensis 1,528 1.6 x 100 59.55 17.08 491 0.00 0.00 0.00
(910) (261) (75) (0) ) (0)
B. anthracis 5,493 1.2 x 100 28.02 7.37 2.09 0.00 0.00 0.00
(1539) (405) (115) (V)] 0 (0)
B. suis 1,091 8.3 x 101 38.41 8.89 211 0.18 0.18 0.09
419 () (23) ) @ 1)
T. gondii 8,404 2.1x10! 40.04 16.54 6.16 1.50 1.36 0.69
(3365) (1390) (518) (126) (114) (58)
C. immitis 9,712 1.9 x 101 50.85 22.21 9.12 2.00 1.54 0.70
(4939) (2157) (886) (886) (194) (68)
K. pneumoniae 5,728 1.7 x 101 22.64 6.72 2.09 0.03 0.03 0.02
(1297) (385) (120) ) ) (1)
S. pneumoniae 2,030 1.1x10? 49.51 13.99 291 0.00 0.00 0.00
(1005)  (284) (59) ) ©) ©)
Y. pestis 3,909 8.5 x 102 28.27 9.24 3.04 0.05 0.03 0.03
(1105) (361) (119) 2) 1) (1)
C. neoformans 6,743 6.2 x 102 70.64 30.70 12.35 2.71 1.93 1.08
(4763) (2070) (833) (183) (130) (73)
V. vulnificus 4,990 4.2 x 102 28.78 7.68 2.40 0.02 0.00 0.00
(1436) (383) (120) @) 0) 0)
E. coli k12 4,448 3.2x108 27.92 8.36 2.68 0.04 0.04 0.02
(1242) (372) (119) 2) (2) (1)
C. albicans 6,035 4.8 x 10+ 72.41 31.17 11.53 2.55 1.81 1.03
(4370) (1881) (696) (154) (109) (62)



A. fumigatus
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(373)
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(296)
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(296)
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(276)
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The percentage of similar proteins to the mouse proteome was calculated from
the count of similar hits in relation to the total number of proteins of each species. Low
stringency = minimum percent coverage of 30% and minimum percent identity of
10%; High stringency = minimum percent coverage of 70% and minimum percent

identity of 70%. () = number of proteins with at least one similar mouse protein



