Supplementary Figure S1 Scatter plot analysis of the association between gut
microbiota and eczema.
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Supplementary Figure S2 Scatter plot analysis of the association between gut
microbiota and acne.
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Supplementary Figure S3 Scatter plot analysis of the association between gut
microbiota and psoriasis.
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Supplementary Figure S4 Scatter plot analysis of the association between gut
microbiota and rosacea.
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Supplementary Figure S5 Forest plots of SNPs associated with gut microbiota and
eczema.
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Supplementary Figure S6 Forest plots of SNPs associated with gut microbiota and
acne.
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Supplementary Figure S7 Forest plots of SNPs associated with gut microbiota and
psoriasis.
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Supplementary Figure S8 Forest plots of SNPs associated with gut microbiota and
rosacea.
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