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Figure S1. Inhibition zone distributions. The inhibition zone diameters (mm) of the NAS isolates are
depicted in the x-axis of the graph. Depending on the diameter of the inhibition zone, the isolates
were classified as resistant (R), susceptible (S) or intermediate (I) for each antibiotic tested: SPC (R:
0 mm; I: 9 to 10 mm), FFC (R: 8 to 10 mm).
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Figure S2. Heat map representation of the antimicrobial genes detected in MRD isolates. In the y-
axis, the MRD isolates are classified according to farm type. The number of AMR genes detected in
each antibiotic class is depicted by the legend in the right side.
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