
Postal code
Date of 

submission
Borrelia
finding

96450 01.07.2018 +

96271 23.05.2018 +

1217 08.08.2018 -

1217 17.08.2018 -

Diagnostic reporting by SYNLAB Weiden 
using Taqman-based qPCR

Creation of pools 
according to area, 
month/season of 

submission & 
Borrelia findings

76 Pools à 10 nucleic acid 
extracts of ticks

(38 Borrelia-positive & 38 
Borrelia-negative)

Amplification 
of species of 

the order 
Rickettsiales 

(Table 2)

Visualization 
of the 

amplificons by 
agarose gel

Pool1  Pool3  Pool5
Pool2   Pool4

Pool 2       Pool 3       Pool 5

Splitting 
of the 

Rickettsiales
positive pool

Amplification of 
species of the 

order 
Rickettsiales 

(Table 2)

M 1.1 1.2 1.3 1.4 1.5

Visualization 
of the 

amplificons by 
agarose gel

Amplicon
sequencing of 
the gltA gene

Illumina MiSeq (pair-end) via a gltA gene 
primer pair (340bp) incl. data pre-

processing by LGC Genomics

Figure S1. Flowchart of pool assembly from tick nucleic acid extracts to assess tick-associated pathogens of the order Rickettsiales,
and subsequent gltA gene-based sequencing.

Species identification of the 
genus Rickettsia by 

bioinformatic data analysis using 
Galaxy & modified pipeline



Figure S2. Origin of I. ricinus ticks on a map of Germany with identification of the districts and district-free cities for the
year 2018. Colors indicate the available tick nucleic acid extracts per post code area in the figure.


