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Supplementary Table S1. Total number of sequence reads, good quality reads, observed numbers of ASVs, Shannon 
diversity, Evenness and Chao 1 indices per sample of the 16S rRNA gene data sets.  WS, white salt; DS, dark salt. 
 

Sequence data  
Dark salt 

 
White salt 

DSI DSII DSIII 
 

WSI WSII WSIII 
Total Reads 73525 37748 83325 

 
89727 83953 33844 

GC (%) 53 54 52 
 

54 53 53 
Good Quality Reads (%) 84.6 84.6 87.1 

 
86.1 85.3 84.9 

ASVs 582 433 521 
 

701 604 499 
Shannon 4.68 3.31 3.67 

 
4.72 4.08 4.37 

Inv simpson 0.97 0.89 0.91 
 

0.97 0.96 0.97 
Evenness 0.18 0.06 0.07 

 
0.16 0.09 0.15 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

 

 

 

 

 

Supplementary Figure S1. Rarefaction curve calculated and plotted by the R package "iNEXT" and the package ggplot2. 
The diversity estimates were calculated for the sample size determined by the endpoint and the specified predefined nodes, 
furthermore, the endpoint was set as double the reference size, and the number of replicates was set to 50. WS, white salt; 
DS, dark salt. 
 


