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Table S1. Primers used in this study. NcoI restriction site is underlined. 
Primer Sequence (5’ to 3’) 

SPS-NcoI CAT GCC ATG GAT ACT ACG AAC AGT ACA ACT 

SNT-NcoI CAT GCC ATG GGA AAA AAT GCT GAT GGT ACG 
pBAD-NcoIRv CAT GCC ATG GGT ATG TAT ATC TCC TTC TTA AAG TT 

 

 
Figure S1. Strategy used for the elaboration of LevS and truncated version plasmids. Table shows the primers 

and templates used for each enzyme. 
 

 



 

Figure S2. Phylogenetic analysis of the aditional domain from MDFNs. A) Phylogenetic analysis of the N-

terminal region form MDFNs. B) Phylogenetic analysis of the MDFNs catalytic domain. C) Phylogenetic 

analysis of the C-terminal region form MDFNs. 

 


