
 

 

 



 

 

 



 

Figure S1. Compact view of gene clusters for biosynthesis of secondary metabolites 

identified by antiSMASH version 6.0 (https://antismash.secondarymetabolites.org/) 

using relaxed detection strictness from whole genome sequences of Pseudomonas 

bijieensis strains and the neighboring genomospecies strain Pseudomonas sp. 2P24. 


