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Figure S1. Cluster analysis of high mass profiles of 59 commercial strains (47 wine and 12 brewing 

strains) grown under (A) YPD agar and (B) YPD broth. 

 



 

  

Figure S2. (A) MDS analysis and (B) PCA analysis of high mass, low mass and high-low com-

bined of 59 commercial yeast strains (47 wine and 12 brewing strains) under YPD broth and 

YPD agar. 
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Figure S3. Cluster analysis of high mass profiles of 59 commercial strains (47 wine and 12 brewing 

strains) grown on YPD agar (A) High Mass, (B) Low Mass and (C) High & Low Combined. 
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Figure S4. UMAP analysis of (A) high mass, (B) low mass and (C) high & low combined data of 62 yeast 

strains-45 wine strains (green/purple), 12 brewing strains (red), S. cerevisiae v128 (blue), S. cerevisiae NYC 

505 (yellow), S. paradoxus NCYC 700(yellow), S. pastorianus NCYC 396 (yellow), S. bayanus NCYC 2578 

(yellow). 

 

Figure S5. MDS and PCA analysis of 45 commercial wine Saccharomyces strains. 

(A) high mass; (B) low mass and (C) high and low combined data (D) high mass 

and (E) low mass, and (F) high and low combined. 
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Figure S6. UMAP analysis of (A) Low mass and (B) High & Low combined data of 45 commercial wine 

Saccharomyces strains. 



 

Figure S7. Heatmap of peak classes detected from 45 commercial wine strains and grouped according 

to UMAP analysis. Red colour represents the highest peak intensity, whereas the blue colour represents 

the lowest peak intensity. 
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Figure S8. UMAP analysis of (A) Low mass and (B) High & Low combined data of 12 commercial brew-

ing strains. 


