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Figure S1. Clustal W alignment using the MegAlign software (DNASTAR Inc.) for 14 species of the Vibrionaceae family and 4 outgroup species. The forward 

and reverse primers (groEL200) are also depicted. Grey nucleotides are a match with the consensus, whereas white nucleotides differ from the consensus.



Figure S2. Example of melting curves from the three members of the Vibrionaceae family. The 

peaks are, respectively, 79.3 °C for Vibrio harveyi, 79.8 °C for Listonella anguillara, and 80.3 °C for 

Vibrio alginolyticus.  




