Su PP lementa ry Fi gure S1 MH864329 Aspergillus penicillioides CBS 126842
52 NR 131285 Aspergillus penicillioides NRRL 45487

KY087760 Aspergillus hordei NRRL 25826

Gﬂ KY087759 Aspergillus hordei NRRL 25825
| KY087703 Aspergillus clavatophorus DTO 257-G5
97 |NR 154735 Asperqgillus clavatophorus NRRL 258747
KY087660 Aspergillus magnivesiculatus DTO 356-G7
457{ KY087662 Aspergillus magnivesiculatus DTO 356-G9
KYO087664 Aspergillus magnivesiculatus DTO 356-H3

NR 154729 Aspergillus tardicrescens CCF 55297
KY087727 Aspergillus tardicrescens EXF 104567
KY087727 Aspergillus tardicrescens EXF 104567

KY087711 Aspergillus salinicola EXF 226
66 KY087722 Aspergillus salinicola EXF 104017

KYO087738 Aspergillus salinicola KAS 6054

MT133750 Aspergillus salinicola UBOCC-A-118062
NR 164405 Aspergillus reticulatus NRRL 258527
KY087725 Aspergillus reticulatus EXF 10429
KY087644 Aspergillus reticulatus CCF 5518
82 1GU017500 Aspergillus penicillioides KH00279
SK1-1
KT959298 Aspergillus penicillioides HNC15-78
NR 154727 Aspergillus canadensis CCF 55487
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Supplementary Figure S1. A neighbor-joining phylogenetic analysis using ITS sequences
Numbers at nodes indicate percent bootstrap values from 1,000 replications (values <50% are not shown). The scale bar indicates the number of nucleotide
substitutions per site. SK1-1 was grouped with A. reticulatus and A. penicillioides. “T” next to the strain name indicates a type strain of the species.
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Supplementary Figure S2. Calibration curve for proteolytic assays using azocasein
The incubation time (t,,,4) to achieve the maximum optical density was determined by examining optical densities of a substrate-enzyme mixture at different
azocasein concentrations (0.5, 1.5, 3.0, and 5.0 mg/mL). The optical densities were measured at 2-h intervals during 24 h.



