
R
el

at
iv

e 
Tr

an
sc

rip
t A

bu
nd

an
ce

(fo
ld

 c
ha

ng
e;

 G
AP

D
H

 n
or

m
al

iz
ed

)

0

0.5

1

1.5

2

2.5

3

SMC6 E2 E8E2 E1 E1E4

esiGFP esiSMC6

***

**
*

***

**

Supplementary Figure 1. SMC6 knockdown increases HPV-31 
transcript abundance in CIN612-9E cells. Forty-eight hour siRNA 
knockdown of SMC6 resulted in decreased SMC6 and increased HPV-31 
E2, E8E2, E1 and E1E4 transcripts in CIN612-9E cells. Ct values were 
normalized to GAPDH and fold change shown relative to control (set to 1; 
n=3). The experiments was performed 3 independent times and statistical 
significance determined by two-tailed Student’s T-test where * = p < 0.05, 
** = p < 0.005 and *** p = < 0.0005. 


