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Supplementary Figure 1. SMC6 knockdown increases HPV-31
transcript abundance in CIN612-9E cells. Forty-eight hour siRNA
knockdown of SMCG6 resulted in decreased SMC6 and increased HPV-31
E2, ESE2, E1 and E1E4 transcripts in CIN612-9E cells. C, values were
normalized to GAPDH and fold change shown relative to control (set to 1;
n=3). The experiments was performed 3 independent times and statistical
significance determined by two-tailed Student’s T-test where * = p < 0.05,
**=p <0.005 and *** p = < 0.0005.



