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Figure S1. Phylogenetic tree analysis of the new isolate along known rickettsial species according to: A. rOmpA, B. gltA.

Phylogenetic analysis was performed using the EMBL-EBI Simple Phylogeny tool:
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TATATTAAATGTTAATACAAAGTTACTTACGGCATCTCATTTAACTATAGGAACAGTTGCAGAAATCAA
TATATTAAATGTTAATACAAAGTTACTTACGGCATCTCATTTAACTATAGGAACAGTTGCAGAAATCAA
TATATTAAATGTTAATACAAAGTTACTTACGGCATCTCATTTAACTATAGGAACAGTTGCAGAAATCAA
TATATTAAATGTTAATACAAAGTTACTTACGGCATATCATTTAACTATAGGAACAGTTGCAAAAATCAA
TATATTAAATGTTAATACAAAGTTACTTACGGCATATCATTTAACTATAGGAACAGTTGCAAAAATCAA
TATATTAAATGTTAATACAAAGTTACTTACGGCATATCATTTAACTATAGGAACAGTTGCAGAAATCAA

TATATTAAATGTTAATACAAAGTTACTTACGGCATATCATTTAACTATAGGAACAGTTGCAGAAATCAA
hokkokkkkkkkkkkkkkkkkkkkkkkkkkkkkhkkk kokkkkkkkhkkkkkkkkkkkkkkkkk & kkkkk*

TATTGGAGCCGGTAATITTTTTGCAATTGATGCAAGTGCTGGTGATGTTACTATATTAAAT---GCTCA
TATTGGAGCCGGTAATITTTTTGCAATTGATGCAAGTGCTGGTGATGTTACTATATTAAAT---GCTCA
TATTGGAGCCGGTAATITTTTTGCAATTGATGCAAGTGCTGGTGATGTTACTATATTAAAT--=-GCTCA
TATTGGAGCCGGTAATITTTTTGCAATTGATGCAAGTGCTGGTGATGTTACTATATTAAATAATGCTCA
TATTGGAGCCGGTAATTITTTTTGCAATTGATGCAAGTGCTGGTGATGTTACTATATTAAATAATGCTCA
TATTGGAGCCGGTAATATTTTTGCAATTGATGCAAGTGCTGGTGATGTTACTATATTAAAT---GCTCA
TATTGGAGCCGGTAATCTTTTTGCAATTGATGCAAGTGCTGGTGATGTTACTATATTAAAT---GCTCA

KAKXKAKRAXAKAAAKAAKAKXN A A A KA KA AR A A A A KR A AR AR A AR A AR AR A AR A A A AR A AR A A A ARk kK * Kk Kk kK

AGATATTCATTTTAGAGCTCTAGATTCTGCTTTAGTACTTTCTAACTTAGCCGGAGTCGGAGTAAATAA
AGATATTCATTTTAGAGCTCTAGATTCTGCTTTAGTACTTTCTAACTTAGCCGGAGTCGGAGTAAATAA
AGATATTCATTTTAGAGCTCTAGATTCTGCTTTAGTACTTTCTAACTTAGCCGGAGTICGGAGTAAATAA
AGATATTCATTTTAGAGCTCTAGATTCTGCTTTAGTACTTTCTAACTTAACCGGAGTICGGAGTAAATAA
AGATATTCATTTTAGAGCTCTAGATTCTGCTTTAGTACTTTCTAACTTAACCGGAGCCGGAGTAAATAA
AGATATTCATTTTAGAGCTCTAGATTCTACTTTAGTACTTTCTAACTTAACCGGAGTCGGAGTAAATAA

AGATATTCATTTTAGAGCTCTAGATTCTGCTTTAGTACTTTCTAACTTAACCGGAGTCGGAGTAAATAA
hokkokkkkkkkkkkkkkkkkkkkkkkkkk kkkkkkkkkkkkkkkkkkkk khkkkkk kkkokkkkkkkk*

TATATTATTAGCAGCTGATTTAGTAGCTCCCGGTGCTGCTGAAGGTACGGTAGTCTTTGATGGTGGGGT
TATATTATTAGCAGCTGATTTAGTAGCTCCCGGTGCTGCTGAAGGTACGGTAGTCTTTGATGGTGGGGT
TATATTATTAGCAGCTGATTTAGTAGCTCCCGGTGCTGCTGAAGGTACGGTAGTCTTTGATGGTGGGGT
TATATTATTAGCAGCTGATTTAGTAGCTCCCGGTGCTGATGAAGGTACGGTAGTCTTTGATGGTGGGGT
TATATTATTAGCAGCTGATTTAGTAGCTCCCGGTGCTGATGAAGGTACGGTAGTCTTTGATGGTGGGGT
TATATTATTAGCAGCTGATTTAGTAGCTCCCGGTGCTGGTGAAGGTACGGTAATCTTTAATGGTGGGGT
TATATTATTAGCAGCTGATTTAGTAGCTCCCGGTGCTGATGAAGGTACGGTAGTCTTTAATGGTGGGGT

KAKXKAKRKAAKAAKAKAAKRAXAKAIAAA AR A KR A AAAXRA AR A AR A XA kA hk Ak A hA A A hA kA hhkk Kk *hk* *x Xk, hrkk k*kk k%

TAATGGTICTGAATATTGGGAGTAATGTAGCAGGTACCGCTAGAAATATCGGTGATGGAGGCGGTAATAA
TAATGGTICTGAATATTGGGAGTAATGTAGCAGGTACCGCTAGAAATATCGGTGATGGAGGCGGTAATAA
TAATGGICTGAATATTGGGAGTAATGTAGCAGGTACCGCTAGAAATATCGGTGATGGAGGCGGTAATAA
TAATGGICTGAATATTGGGAGTAATGTAGCAGGTACCGCTAGAAATATCGGTGATGGAGGCGGTAATAA
TAATGGICTGAATATTGGGAGTAATGTAGCAGGTACCGCTAGAAATATCGGTGATGGAGGCGGTAATAA
TAATGGTICTGCATATTGGGAGTAATGTAGCAGGTACCGCTAGAAATATCGGTGATGGAGGCGGTAATAA
TAATGGCCTGAATATTGGGAGTAATGTAGCAGGTACCGCTAGAAATATCGGTGATGGAGGCGGTAATAA

R R Rk S b SR b b R b b b b I S I b b R b b b b b R b b b b b b b b I b b b b b IR b b b b b b b b b b b b b b b b b b b 2 4

ATTTAACACTTTACTTATTTATAATGCCGTTACAATAACTGACGATGTAAATTTAGAAGGTATACAGAA
ATTTAACACTTTACTTATTTATAATGCCGTTACAATAACTGACGATGTAAATTTAGAAGGTATACAGAA
ATTTAACACTTTACTTATTTATAATGCCGTTACAATAACTGACGATGTAAATTTAGAAGGTATACAGAA
ATTTAACACTTTACTTATTTATAATGCCGTTACAATAACTGACGATGTAAATTTAGAAGGTATACAGAA
ATTTAACACTTTACTTATTTATAATGCCGTTACAATAACTGACGATGTAAATTTAGAAGGTATACAGAA
ATTTAACGCTTTACTTATTTATAATGCCGTTACAATAACTGACGATGTAAATTTAGAAGGTATACAGAA
ATTTAACACTTTACTTATTTATAATGCCGTTACAATAACTGACGATGTAAATTTAGAAGGTATACAGAA

KAKRKAAK K KA A A AR A A A A A A AR AR A AR A A A AR A AR A A A AR AR A AR A A A Ak Ak kA Ak Ak Ak Ak kA kA kk k%

CGTGCTTATTAACAATAATGCAGGTTTTACTAGTAGTACAGCATTTAATGCTGGTGCTATACAAATAAA
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Figure S2. Multiple sequence alignment, for the rOmpA nucleotide sequence of the three clinical samples (patients 1-3)
and four known rickettsia species. The alignment was performed using EMBL-EBI Clustal W (1.83) with forward primer
120F and Reversed primer 760R. R. caspia (GenBank accession number U83437.1), R. conorii Israelensis (GenBank
accession number U83441.1), R. sibirica (GenBank accession number U83455.1) and R. slovaca (GenBank accession number
JX683121.1). Yellow Highlighted = mutations unique to the clinical samples, not appear in any known rickettsia species.
Orange Highlighted = identical nucleotides- showing similarity or difference between the clinical samples and the

4 of 7

CGTGCTTATTAACAATAATGCAGGTTTTACTAGTAGTACAGCATTTAATGCTGGTGCTATACAAATAAA
CGTGCTTATTAACAATAATGCAGGTTTTACTAGTAGTACAGCATTTAATGCTGGTGCTATACAAATAAA
CGTGCTTATTAACAATAATGCAGATTTTACTAGTAGTACAGCATTTAATGCTGGTGCTATACAAATAAA
CGTGCTTATTAACAATAATGCAAATTTTACTAGTAGTACAGCATTTGATGCTGGTGCTATACAAATAAA
CGTGCTTATTAACAATAATGCAGATTTTACTAGTAGTACAGCATTTAATGCTGGTGTTATACAAATACA
CGTGCTTATTAACAATAATGCAGATTTTACTAGTAGTACAGCATTTAATGCTGGTGCTATACAAATAAA

R R R e R I e S R S I I e kA Ak hkkhkhkhkhkkhkrhkkhkrkhkkhkrhkkhkhkkhkx *hxkhkkrhkkhkrk *hkkxkkkhkrxkkx*x *

CGATGCTACTTATACGATTGATGCAAATAATGGTAATTTAAATATACCGGCAGGAAATATTAAATTTGC
CGATGCTACTTATACGATTGATGCAAATAATGGTAATTTAAATATACCGGCAGGAAATATTAAATTTGC
CGATGCTACTTATACGATTGATGCAAATAATGGTAATTTAAATATACCGGCAGGAAATATTAAATTTGC
CGATGCTACTTATACGATTGATGCAAATAATGGTAATTTAAATATACCGGCAGGAAATATTAAATTTGC
CAATGCTACTTATACGATTGATGCAAATAATGGTAATTTAAATATACCGGCAGGAAATATTAAATTTGC
AAATGCTACTTATACGATTGATGCAAATAATGGTAATTTAAATATACCGGCAGGAAATATTCAATTTGC
CGATGCTACTTATACGATTGATGCAAATAATGGTAATTTAAATATACCGGCAGGAAATATTCAATTTGC

KA AR AR A AR AR A AR AR A AR A AR AR A A KA A A A AR A AR AR AR A R AR A AR AR A A A A A A Ak, Ak kA k)%

ACATGCGGGTGCTCAATTAATATTACAAAATAGT
ACATGCGGGTGCTCAATTAATATTACAAAATAGT
ACATGCGGGTGCTCAATTAATATTACAAAATAGT
ACATGCGGATGCTCAATTAATATTACAAAATAGT
ACATGCGAATGCTCAATTAATATTACAAAATAGT
ACATGCGGATGCTCAATTAATATTACAAAATAGT

ACATGCGGATGCTCAATTAATATTACAAAATAGT

* Kk ok ok ok k Kk khkhkkhkrhkkhkrhkkhkhkkhkrkkhkkhkkkkxkkx

rickettsia species.
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CAAGTGGCGAGCAGTATAATAATTTCACTAAACAGGTTGCTCATCATTCATTAGTGAATGAAAGATTAC
CAAGTGGCGAGCAGTATAATAATTTCACTAAACAGGTTGCTCATCATTCATTAGTGAATGAAAGATTAC
CAAGTGGCGAGCAGTATAATAATTTCACTAAACAGGTTGCTCATCATTCATTAGTGAATGAAAGATTAC
CAAGTGGCGAGCAGTATAATAATTTCACTAAACAGGTTGCTCATCATTCATTAGTGAATGAAAGATTAC
CAAGTGGCGAGCAGTATAATAATTTCACTAAACAGGTTGCTCATCATTCATTAGTGAATGAAAGATTAC
CAAGTGGCGAGCAGTATAATAATTTCACTAAACAGGTTGCTCATCATTCATTAGTGAATGAAAGATTAC

CAAGTGGTGAGCAGTATAATAATTTCACTAAACAGGTTGCTCATCATTCATTAGTGAATGAAAGATTAC
Kok Kok ok ok ok kK ok ok ok ok ok kK ok kK ok ok ok ok ok ko ok ko k ok ok ok ko ok k ko ok ko ok kK ok ok ok ok ok ko k kK ok ok ok k kK ok kK ok k

ACTATTTATTTCAAACCTTTTGTAGCTCTTCTCATCCTATGGCTATTATGCTTGCGGCTGTCGGTTCTC
ACTATTTATTTCAAACCTTTTGTAGCTCTTCTCATCCTATGGCTATTATGCTTGCGGCTGTCGGTTCTC
ACTATTTATTTCAAACCTTTTGTAGCTCTTCTCATCCTATGGCTATTATGCTTGCGGCTGTCGGTTCTC
ACTATTTATTTCAAACCTTTTGTAGCTCTTCTCATCCTATGGCTATTATGCTTGCGGCTGTCGGTTCTC
ACTATTTATTTCAAACCTTTTGTAGCTCTTCTCATCCTATGGCTATTATGCTTGCGGCTGTCGGTTCTC
ACTATTTATTTCAAACCTTTTGTAGCTCTTCTCATCCTATGGCTATTATGCTTGCGGCTGTCGGTTCTC
ACTATTTATTTCAAACCTTTTGTAGCTCTTCTCATCCTATGGCTATTATGCTTGCGGCTGTCGGTTCTC

KA AR AR A AR A AR AR A A A A A A AR AR A A A A AR AR A AR A A A AR AR A AR A AR AR A AR A AR AR A A A A A A AR,k K

TTTCGGCATTTTATCCTGATTTATTGAATTTTAAGGAAGCAGATTACGAACTTACCGCTATTAGAATGA
TTTCGGCATTTTATCCTGATTTATTGAATTTTAAGGAAGCAGATTACGAACTTACCGCTATTAGAATGA
TTTCGGCATTTTATCCTGATTTATTGAATTTTAAGGAAGCAGATTACGAACTTACCGCTATTAGAATGA
TTTCGGCATTTTATCCTGATTTATTGAATTTTAAGGAAGCAGATTACGAACTTACCGCTATTAGAATGA
TTTCGGCATTTTATCCTGATTTATTGAATTTTAAGGAAGCAGATTACGAACTTACCGCTATTAGAATGA
TTTCGGCATTTTATCCTGATTTATTGAATTTTAAGGAAGCAGATTACGAACTTACCGCTATTAGAATGA

TTTCGGCATTTTATCCTGATTTATTGAATTTTAAGGAAGCAGATTACGAACTTACCGCTATTAGAATGA
Kk K ok ok kK ok kK ok kK ok ok kK ok k ko ok ok ok ok ko ok ko ok ok ok ok k ok k ko ok ko ok kK ok ok ok ok ok ko ok kK ok ok ok k kK ok ok Kk ok

TTGCTAAGATACCTACCATCGCTGCAATGTCTTATAAATATTCTATAGGACAACCGTTTATTTATCCTG
TTGCTAAGATACCTACCATCGCTGCAATGTCTTATAAATATTCTATAGGACAACCGTTTATTTATCCTG
TTGCTAAGATACCTACCATCGCTGCAATGTCTTATAAATATTCTATAGGACAACCGTTTATTTATCCTG
TTGCTAAGATACCTACCATCGCTGCAATGTCTTATAAATATTCTATAGGACAACCGTTTATTTATCCTG
TTGCTAAGATACCTACCATCGCTGCAATGTCTTATAAATATTCTATAGGACAACCGTTTATTTATCCTG
TTGCTAAGATACCTACCATCGCTGCAATGTCTTATAAATATTCTATAGGACAACCGTTTATTTATCCTG
TTGCTAAGATACCTACCATCGCTGCAATGTCTTATAAATATTCTATAGGACAACCGTTTATTTATCCTG

KA AR AR A AR A AR AR A A A A A A AR AR A A A A AR AR A AR A A A AR AR A AR AR A AR A AR A A A AR A A A A A A Ak kA kK

ATAATTCGTTAGATTTTACCGAAAATTTTCTGCATATGATGTTTGCAACGCCTTGTACGAAATATACAG
ATAATTCGTTAGATTTTACCGAAAATTTTCTGCATATGATGTTTGCAACGCCTTGTACGAAATATACAG
ATAATTCGTTAGATTTTACCGAAAATTTTCTGCATATGATGTTTGCAACGCCTTGTACGAAATATACAG
ATAATCCGTTAGATTTTACCGAAAATTTTCTGCATATGATGTTTGCAACGCCTTGTACGAAATATACAG
ATAATTCGTTAGATTTTACCGAAAATTTTCTGCATATGATGTTTGCAACGCCTTGTACGAAATATACAG
ATAATTCGTTAGATTTTACCGAAAATTTTCTGCATATGATGTTTGCAACGCCTTGTACGAAATATACAG
ATAATTCGTTAGATTTTACCGAAAATTTTCTGCATATGATGTTTGCAACGCCTTGTACGAAATATACAG

hhkrxhkk kA hk A hkhkrhhkrhkhkhhdhhkrhhkhkhhkrhk bk hhkdhk kv hhkhhhkrhkhkhhhkhhkrhkkhkrkhhkrkhkhhkxhkxkx*k

TAAATCCAATAATAAAAAATGCTCTTAATAAGATATTTATCCTACATGCCGATCATGAGCAGAATGCTT
TAAATCCAATAATAAAAAATGCTCTTAATAAGATATTTATCCTACATGCCGATCATGAGCAGAATGCTT
TAAATCCAATAATAAAAAATGCTCTTAATAAGATATTTATCCTACATGCCGATCATGAGCAGAATGCTT
TAAATCCAATAATAAAAAATGCTCTTAATAAGATATTTATCCTACATGCCGATCATGAGCAGAATGCTT
TAAATCCAATAATAAAAAATGCTCTTAATAAGATATTTATCCTACATGCCGATCATGAGCAGAATGCTT
TAAATCCAATAATAAAAAATGCTCTTAATAAGATATTTATCCTACATGCCGATCATGAGCAGAATGCTT
TAAATCCAATAATAAAAAATGCTCTTAATAAGATATTTATCCTACATGCCGATCATGAGCAGAATGCTT

KA A A AR A AR A A A AR A A A A A A AR AR A A A A A A AR A AR A A A AR A A A A A A AR A A A kA Ak kA kA Ak kA kA kh k%

CTACTTCAACAGTCCGAATTGCCGGCTCATCCGGAGCTAACCCTTTTGCTTGTATTAGCACGGGTATTG
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Figure S3. Multiple sequence alignment, for the gltA nucleotide sequence of the three clinical samples (patients 1-3) and
four known rickettsia species. The alignment was performed using EMBL-EBI Clustal W (1.83) with forward primer
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CTACTTCAACAGTCCGAATTGCCGGCTCATCCGGAGCTAACCCTTTTGCTTGTATTAGCACGGGTATTG
CTACTTCAACAGTCCGAATTGCCGGCTCATCCGGAGCTAACCCTTTTGCTTGTATTAGCACGGGTATTG
CTACTTCAACAGTCCGAATTGCCGGCTCATCCGGAGCTAACCCTTTTGCTTGTATTAGCACGGGTATTG
CTACTTCAACAGTCCGAATTGCCGGCTCATCCGGAGCTAACCCTTTTGCTTGTATTAGCACGGGTATTG
CTACTTCAACAGTCCGAATTGCCGGCTCATCCGGAGCTAACCCTTTTGCTTGTATTAGCACGGGTATTG
CTACTTCAACAGTCCGAATTGCCGGCTCATCCGGAGCTAACCCTTTTGCTTGTATTAGCACGGGTATTG

Ak Ak hkkhkh Ak kA hk kA hhk A hhkhkhhkhhkhkhhkhhk kA hhkhkhhkhhkhkhkhhkhkhk A hhkrhkhkrhkhkhkhhkhkhkrhkkrhkkrxkhkkxx

CCTCACTTTGGGGACCTGCTCACGGCGGGGCTAATGAAGCGGTAATAAATATGCTTAAAGAAATCGGTA
CCTCACTTTGGGGACCTGCTCACGGCGGGGCTAATGAAGCGGTAATAAATATGCTTAAAGAAATCGGTA
CCTCACTTTGGGGACCTGCTCACGGCGGGGCTAATGAAGCGGTAATAAATATGCTTAAAGAAATCGGTA
CCTCACTTTGGGGACCTGCTCACGGCGGGGCTAATGAAGCGGTAATAAATATGCTTAAAGAAATCGGTA
CCTCACTTTGGGGACCTGCTCACGGCGGGGCTAATGAAGCGGTAATAAATATGCTTAAAGAAATCGGTA
CCTCACTTTGGGGACCTGCTCACGGCGGGGCTAATGAAGCGGTAATAAATATGCTTAAAGAAATCGGTA
CCTCACTTTGGGGACCTGCTCACGGCGGGGCTAATGAAGCGGTAATAAATATGCTTAAAGAAATCGGTA

KA AR AR A AR A AR AR A A A A A A AR AR A A A A AR AR A AR A AR AR AR AR A A AR AR A AR A AR AR A A A A A A AR,k K

GTTCTGAGTATATTCCTAAATATATAGCTAAAGCTAAGGATAAAAATGATCCATTTAGATTAATGGGTT
GTTCTGAGTATATTCCTAAATATATAGCTAAAGCTAAGGATAAAAATGATCCATTTAGATTAATGGGTT
GTTCTGAGTATATTCCTAAATATATAGCTAAAGCTAAGGATAAAAATGATCCATTTAGATTAATGGGTT
GTTCTGAGTATATTCCTAAATATATAGCTAAAGCTAAGGATAAAAATGATCCATTTAGATTAATGGGTT
GTTCTGAGTATATTCCTAAATATATAGCTAAAGCTAAGGATAAAAATGATCCATTTAGATTAATGGGTT
GTTCTGAGTATATTCCTAAATATATAGCTAAAGCTAAGGATAAAAATGATCCATTTAGATTAATGGGTT
GTTCTGAGTATATTCCTAAATATATAGCTAAAGCTAAGGATAAAAATGATCCATTTAGATTAATGGGTT

hhkrkhkkhk kA hhk A hhkhhkhkrhkhkhkhhAhhkrhhkhhhkrhkhkhkhkdrhkhkrhhkhkhkhkrhkhkhhkrhkhkrhkkhkhhkrkhrhkxkkxk*x

TTGGTCATCGTGTATATAAAAACTATGACCCGCGTGCCGCAGTACTTAAAGAAACGTGCAAAGAAGTAT
TTGGTCATCGTGTATATAAAAACTATGACCCGCGTGCCGCAGTACTTAAAGAAACGTGCAAAGAAGTAT
TTGGTCATCGTGTATATAAAAACTATGACCCGCGTGCCGCAGTACTTAAAGAAACGTGCAAAGAAGTAT
TTGGTCATCGTGTATATAAAAACTATGACCCGCGTGCCGCAGTACTTAAAGAAACGTGCAAAGAAGTAT
TTGGTCATCGTGTATATAAAAACTATGACCCGCGTGCCGCAGTACTTAAAGAAACGTGCAAAGAAGTAT
TTGGTCATCGTGTATATAAAAACTATGACCCGCGTGCCGCAGTACTTAAAGAAACGTGCAAAGAAGTAT
TTGGTCATCGTGTATATAAAAACTATGACCCGCGTGCCGCAGTACTTAAAGAAACGTGCAAAGAAGTAT

KA AR AR A AR A AR AR A A A A A A AR AR A A A A AR AR A AR AR A AR AR A A AR AR AR A AR A A A AR A A A A kA ARk kK

TAAAGGCACTCGGGCAGCTAGACAACAATCCGCTCTTACAAATAGCAATAGAACTTGAAGCTATCGCTC
TAAAGGCACTCGGGCAGCTAGACAACAATCCGCTCTTACAAATAGCAATAGAACTTGAAGCTATCGCTC
TAAAGGCACTCGGGCAGCTAGACAACAATCCGCTCTTACAAATAGCAATAGAACTTGAAGCTATCGCTC
TAAAGGCACTCGGGCAGCTAGACAACAATCCGCTCTTACAAATAGCAATAGAACTTGAAGCTATCGCTC
TAAAGGCACTTGGGCAGCTAGACAACAATCCGCTCTTACAAATAGCAATAGAACTTGAAGCTATCGCTC
TAAAGGAACTCGGGCAGCTAGACAACAATCCGCTCTTACAAATAGCAATAGAACTTGAAGCTATCGCTC
TAAAGGAACTCGGGCAGCTAGACAACAATCCGCTCTTACAAATAGCAATAGAACTTGAAGCTATTGCTC

KARAKAKN KAKk AA R AR AR AR AR AR AR A KR A KR A KR A KR AR AR AR AR AR AR AR AR AR AR AR AR AR A kA Kk kA kK

TTAAAGATGAATATTTTATTGAGAGAAAATTATATCC
TTAAAGATGAATATTTTATTGAGAGAAAATTATATCC
TTAAAGATGAATATTTTATTGAGAGAAAATTATATCC
TTAAAGATGAATATTTTATTGAGAGAAAATTATATCC
TTAAAGATGAATATTTTATTGAGAGAAAATTATATCC
TTAAAGATGAATATTTTATTGAGAGAAAATTATATCC
TTAAAGATGAATATTTTATTGAGAGAAAATTATATCC

R R I b b b I b S 2b I S db S 2R b Sh S S Sb I Sb 2R b 2h S 2b I Sb db S b
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ricol73F and Reversed primer 1179R. R. caspia (GenBank accession number U59728.1), R. conorii Israelensis (GenBank
accession number U59727.1), R. sibirica (GenBank accession number KM288711.1) and R. slovaca (GenBank accession
number DQ176434.1). Yellow Highlighted = mutations unique to the clinical samples, not appear in any known rickettsia
species. Orange Highlighted = identical nucleotides- showing similarity or difference between the clinical samples and the

rickettsia species.



