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	Fusarium isolates
	Fusarium species
	GeneBank accession numbers (EF1-α)

	BJ-1
	Fusarium fujikuroi
	MH263736

	D71
	F. fujikuroi
	KX922702

	BJY2
	F. Fujikuroi
	MF996498

	CBS 262.54
	F. fujikuroi
	KR071744

	F268
	F. fujikuroi
	KP009966

	XJSF
	F. proliferatum
	MF083156

	XJSFB
	F. proliferatum
	MG557986

	D66
	F. proliferatum
	KX966216

	B12
	Fusarium graminearum
	KX269097

	17XY13-4
	F. graminearum
	MG231125

	Xm2016074-2
	Fusarium incarnatum
	MG882013

	DG1301
	F. incarnatum
	KT313002

	Indo140
	F. equiseti
	LS479444

	35b
	F. equiseti
	KY466715

	D90
	F. equiseti
	KX966241

	Bo038NY-07
	Bipolaris oryzae
	JF521650.1


Note: EF1-α, the translation elongation factor 1-α.

