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Abstract: In pathogen recognition, the nucleotide-binding domain (NBD) and leucine rich repeat
receptors (NLRs) have noteworthy functions in the activation of the innate immune response. These
receptors respond to several viral infections, among them NOD2, a very dynamic NLR, whose role
in dengue virus (DENV) infection remains unclear. This research aimed to determine the role of
human NOD?2 in THP-1 macrophage-like cells during DENV-2 infection. NOD2 levels in DENV-2
infected THP-1 macrophage-like cells was evaluated by RT-PCR and Western blot, and an increase
was observed at both mRNA and protein levels. We observed using confocal microscopy and co-
immunoprecipitation assays that NOD2 interacts with the effector protein MAVS (mitochondrial
antiviral signaling protein), an adaptor protein promoting antiviral activity, this occurring mainly at
12 h into the infection. After silencing NOD2, we detected increased viral loads of DENV-2 and lower
levels of IFN-« in supernatants from THP-1 macrophage-like cells with NOD2 knock-down and
further infected with DENV-2, compared with mock-control or cells transfected with Scramble-siRNA.
Thus, NOD?2 is activated in response to DENV-2 in THP-1 macrophage-like cells and participates in
IFN-o production, in addition to limiting virus replication at the examined time points.

Keywords: NOD2; MAVS; DENV-2; macrophages; THP-1 macrophage-like cells; IFN-a; NOD2-siRNA

1. Introduction

Dengue fever is one of the most prevalent arthropod-borne viral diseases affecting
humans worldwide, with an estimated 390 million cases occurring annually in the tropical
and subtropical regions of the world [1]. According to the World Health Organization
(WHO), dengue significantly contributes to severe and incapacitating illness and mortality,
particularly in Asian and Latin American countries. The virus comprises four antigenically
related serotypes: DENV-1, DENV-2, DENV-3, and DENV-4, each exhibiting multiple
genotypes [2]. The alternation between humans and mosquitos, coupled with the presence
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of multiple serotypes and genotypes, contributes to the complexity of understanding and
combating this global health challenge.

DENYV belongs to the Flavivirus genus of the Flaviviridae family. Mature DENV virions
are enveloped and have a diameter of approximately 50 nm. The viral genome is composed
of a positive-sense single-stranded RNA (ssRNA) molecule approximately 10.8 Kb long,
enclosed in an icosahedral capsid, which is in turn surrounded by the viral envelope. The
viral RNA has a single open reading frame (ORF) which encodes a polyprotein that is
proteolytically cleaved by both viral and cellular proteases to produce three structural
proteins (C, prM, and E) and seven non-structural proteins (NS1, NS2A, NS2B, NS3, NS4A,
NS4B, and NS5) [3].

DENYV is primarily transmitted to humans by the bite of Aedes spp mosquitoes, mainly
Aedes aegypti and Aedes albopictus. Once inside its vertebrate host, DENV targets different
cellular types, which include monocytes/macrophages, immature dendritic cells (iDCs),
mature dendritic cells (mDCs), and reactive splenic lymphoid cells among others [4-7].
Within these cells, DENV triggers an innate immune response that performs as the first
line of defense against infection. Afterward, the virus is recognized by pattern recognition
receptors (PRRs), and a rapid response occurs, ending in the production of interferon
type-I IFN«/ ) and inflammatory cytokines. Interferon (IFN) signaling alone induces
hundreds of interferon-stimulated genes (ISGs) and modulates other branches of the
immune response [8]. The collaboration between these effectors induces an antiviral state in
both uninfected and virus-infected cells through several mechanisms already described [9].

In DENV-2-infected M1 macrophages which exhibit an inflammatory phenotype,
NLRP3 inflammasome, a member of the NLR family, processes caspase-1, leading to the
production of the active forms of IL-1f, IL-18, and pyroptosis [10]. In platelets, DENV
modulates the release of IL-1f3 in micro-particles through mechanisms that might depend on
mitochondrial activity [11]. However, the role of NOD2, another member of the NLR family
and a described intracellular PRR in DENV infections, has not been entirely established.

NOD?2 is a member of the NLR family, initially described as a cytosolic sensor for
muramyl di-peptide (MDP) [12]. Currently, it is known that NOD?2 is activated in the
presence of genomes and metabolites from viruses, triggering and modulating immune
signaling pathways related to nuclear factor kappa B (NF-«B), IFN regulatory factor (IRF)
3/7, and mitogen-activated protein kinase (MAPK), among others [13]. NOD2 activates
IRF-3 transcription factor after interacting with mitochondrial antiviral signaling (MAVS)
protein in cells infected by different negative sense ssRNA viruses [14]. Other reported
interactions occur with receptor-interacting serine/threonine-protein kinase 2 (RIP2) [15,16]
and 2’-5'-oligoadenylate synthetase 2 (OAS2) [17] enhancing antiviral signaling pathways.

MAVS actively participates in the induction of + antiviral responses through IFN
type I, and its activation occurs via RIG-1 after detecting viral genomes in cytosol [18].
Distinct reports link anti-DENV activities mediated by different members of the OAS
family, including OAS1 p42, OAS1 p46, and OAS3 p100. Nevertheless, various human OAS
proteins appear to be differentially induced in various types of cells and are characterized by
different subcellular locations and enzymatic parameters [19]. A recent report showed that
increased levels of mRNA of OAS1, OAS2, and OAS3 are observed in U-937 macrophage-
like cells infected with DENV-2 [20].

The aim of this research was to determine the role of NOD2 during DENV-2 infection
in THP-1 macrophage-like cells in vitro. We focused on examining levels of NOD2 and pos-
sible interactions with the mentioned effector proteins; however, the interaction with MAVS
stand out once observed through colocalization and co-immunoprecipitation. Because both
antiviral activity and IEN type I-induction mediated by MAVS are well established, we
analyzed IFN type I levels and virus titers following the silencing of NOD2. It is possible
to conclude that in macrophage-like THP cells infected by DENV-2, NOD2 interacts with
MAVS; then activation of IFN-« occurs, and these events impact viral titers.
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2. Materials and Methods
2.1. DENV=-2 Strains, Culture, and Titration

The dengue virus employed in this study is a serotype 2 strain Yuc17438 (referred to
as DENV-2) which was isolated from a patient in Yucatan, México. DENV-2 was cultivated
on Aedes albopictus clone C6/36 confluent cell monolayers obtained from the American
Type Culture Collection (ATCC, Manassas, VA, USA) and cultured at 28 °C in Leibovitz’s
L-15 medium from Sigma-Aldrich (St. Louis, MO, USA), supplemented with L-glutamine,
MEM non-essential amino acid solution, MEM vitamin solution, penicillin—streptomycin,
10% fetal bovine serum (FBS), and sodium pyruvate solution, all from Gibco (Waltham,
MA, USA). Infections were carried out in Leibovitz’s L-15 medium supplemented with
2% FBS along with an uninfected control treated under equal conditions. Viral stock
was prepared by infecting C6/36 cell monolayers seven days post-infection (dpi); the
infected supernatants were harvested by centrifugation at 2000 rpm for 10 min and later
were diluted to a final concentration of 8% with polyethylene glycol 8000 (Sigma-Aldrich)
solution in PBS 1x (Gibco) and incubated overnight at 4 °C. The next day, the solution
was centrifuged at 12,000 X rpm for 1 h. The pellet was re-suspended in 1/10 of the total
volume in L-15 medium supplemented with 10% FBS, aliquoted, and frozen at —70 °C
until use.

Viral stocks were titrated using a focus-forming assay with C6/36 cells. Briefly, ten-
fold serial dilutions of viral stock were used to infect C6/36 cell monolayers with 200 pL
of solution per well in 24-well plates. After 1 h of gentle agitation, each well was covered
with 1 mL of overlaid medium consisting of 1% carboxymethyl cellulose (Sigma-Aldrich)
in L-15 medium with 2% FBS. After 5 days, the overlaid medium was gently removed
and the monolayers were fixed with 30% acetone in PBS 1x cold for 20 min at 4 °C; then
the plaques were stained with a primary antibody of anti-DENV envelope (clone 4G2)
from Merck-Millipore (Burlington, MA, USA) coupled with a secondary antibody and
anti-mouse IgG-HRP from Invitrogen (Carlsbad, CA, USA). The foci were revealed using
the substrate 3,3’-Diaminobenzidine (DAB) from Diagnostic Biosystems Inc. (Pleasanton,
CA, USA). Viral titers were expressed as focus forming units per mL (FFU)/mL. An MOI
of 10 was used for the following experiments.

2.2. THP-1 Cell Culture and Macrophage Differentiation

The THP-1 cell line (from human acute monocytic leukemia) was obtained from ATCC
and cultured in RPMI-1640 medium from Gibco. RPMI-1640 medium was supplemented
with sodium pyruvate solution, L-glutamine, penicillin—streptomycin 1x, MEM non-
essential amino acid solution, and 10% FBS, all purchased from Gibco. The macrophage-
like state was obtained by treating THP-1 cells over 3 days with 100 ng/mL of phorbol
12-myristate 13-acetate (PMA from Sigma-Aldrich). Afterward, adherent cells (THP-1
macrophage-like cells) were gently washed three times with PBS 1x from Gibco and rested
with fresh RPMI-1640 medium for 5 days until use. Differentiation was verified, via the
presence of CD14 marker in cells, using anti-human CD14 antibody conjugated to FITC
(eBioscience, San Diego, CA, USA) in immunofluorescence assays (IFA). The antibody was
incubated in paraformaldehyde (PFA)-fixed cells for 2 h at room temperature in the dark,
and four washes were performed with PBS-Tween; then coverslips were mounted on slides
using Vectashield (Vectorlabs, Burlingame, CA, USA). The slides were sealed and observed
in an Axiovert200M microscope adapted to LSM 5 Pascal (Zeiss, Jena, Germany).

2.3. DENV-2 Infection in THP-1 Macrophage-like Cells

THP-1 cells were differentiated in THP-1 macrophage-like cells as described in
Section 2.2 at 2 x 10° cells/mL in 24-well plates from Corning (Corning, NY, USA). The
infections were carried out using an MOI of 10, and the virus was diluted in 400 pL
of RPMI medium. Virus was placed in contact with the cells, and its adsorption was
allowed for 1 h with gentle stirring at 37 °C in 5% CO,. After incubation, the unabsorbed
virus was removed by washing twice with 0.05% trypsin (Gibco) and once with PBS 1x.
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Finally, 1 mL of RPMI medium supplemented with 2.0% FBS was added and incubated
at 37 °C in 5% CO, until the infection period was completed. The supernatants were
collected and centrifugated at 1500 rpm for 5 min and titrated by focus-forming assays as
previously described.

2.4. L18-MDP Treatment to Induce the Expression of NOD2

NOD?2 is a recognized general sensor of muramyl dipeptide (MDP) which responds
to this interaction by activating NF-«B [21]. L18 muramyl dipeptide (L18-MDP 2 pg/mL)
from Invivogen (San Diego, CA, USA) was used to transfect THP-1 macrophage-like cells as
agonists to verify the positive expression of NOD2 at 3, 6, 12, and 24 h after transfection with
Lipofectamine™ 3000 Reagent (LP3000) from Invitrogen (Invitrogen, Carlsbad, CA, USA).
Briefly, LP3000 was mixed with L18-MDP according to the manufacturer’s instructions
and incubated at room temperature for 5 min. Later, the mix was added to the THP-1
monolayer for a final volume of 1 mL of Opti-MEM medium (Gibco) and incubated at
37 °C in 5% CO;, for the determined time; then cells were fixed and analyzed.

2.5. Poly I:C (PIC) Treatment to Induce MAV'S Protein

MAVS is known to be activated by poly I:C (PIC 2 pg/mL), which was obtained
from Sigma (Burlington, MA, USA) and used to transfect THP-1 macrophage-like cells
as agonists to verify the positive expression of MAVS at 6, 12, and 24 h after transfection
using Lipofectamine™ 3000 Reagent (LP3000) from Invitrogen (Invitrogen, Carlsbad, CA,
USA). LP3000 was mixed with PIC and incubated at room temperature for 5 min. Later, the
mix was added to the THP-1 monolayer for a final volume of 1 mL of Opti-MEM medium
(Gibco) and incubated at 37 °C in 5% CO, for the determined time; then cells were fixed
and analyzed.

2.6. Semi-Quantitative Reverse Transcription-Polymerase Chain Reaction
(RT-PCR): mRNA Analysis

Total cellular RNA was isolated using TRIzol (Invitrogen) according to the manu-
facturer’s instructions. For reverse transcription (RT), the RNA was quantified in a Nan-
odropTM from Thermo Sc. (Rockford, IL, USA), and then 1 pg of total RNA was added with
0.5 pg of oligo-dT (Thermo Sc.) and incubated for 10 min at 70 °C. The RT reaction included
the following: 1x single strand buffer, 500 mM each deoxynucleotide triphosphate from
Roche (Mannheim, Germany), and RevertAid reverse transcriptase (200 U) from Thermo Sc.
Each RT reaction was incubated for 1 h at 42 °C to obtain cDNA. The PCR was performed
using both cDNA and a commercial master mix with 2.0 mM MgCl, from Ampligon III
(Odense M, Denmark). The human GAPDH gene was used as the endogenous control. The
following primer sequences from Invitrogen were used for the RT-PCR:

GAPDH: forward 5-GGTCATCCATGACAACTTTGG-3/, and reverse 5'-GTCATAC
CAGGAAATGAGCTTGAC-3,

NOD?2: forward 5'-CAGCTGGACTACAACTCTGTGG-3/, and reverse 5'-GCAGAG
TTCTTCTAGCATGACG-3'.

Amplified amplicons (NOD2 496 bp, and GADPH 414 pb) were analyzed on a 2%
agarose gel and stained using ethidium bromide (Invitrogen). Gel images were acquired
in a ChemiDoc-It™ transilluminator (UVP, Upland, CA, USA), and the integrated pixel
density (PD) of each band was calculated using Image] (U. S. National Institutes of Health,
Bethesda, MD, USA). The fold change was calculated by dividing the PD of NOD2 L18-
MDP or DENV-2 by the PD of the mock specimen at the different time points. GADPH was
used as a loading control.

2.7. Western Blot (WB)

For WB analysis, THP-1 macrophage-like cells differentiated in 6-well plates
(2 x 10° cells/well) were grouped as follows: untreated (mock), transfected (L18-MDP),
and infected with DENV-2. After each treatment, the cells were lysed using RIPA buffer
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(50 mm Tris HC1 pH 8, 150 mm NaCl, 1% NP-40, 0.5% sodium deoxycholic acid, and 0.1%
SDS), which contained a protease inhibitor cocktail (CompleteTM) from Roche Diagnostic
GmbH (Roche, Mannheim, Germany). The protein extracts were forced through a 22-gauge
needle 10 times and centrifuged for 10 min at 14,000 rpm at 4 °C. Total protein concentration
was determined by PierceTM BCA protein assay kit from Thermo Fisher Scientific (Rock-
ford, IL, USA) according to the manufacturer’s instructions. Forty pg of total protein was
separated by 10% SDS-PAGE and transferred to a nitrocellulose membrane from Bio-Rad
Laboratories (Berkeley, CA, USA). Membranes were blocked with 5% non-fat milk in PBS
1x for 1 h. After that, membranes were immunostained, and proteins were visualized using
Luminata Forte from Merck-Millipore and the immunoreactive proteins were detected by
exposure to Kodak Carestream film from Sigma-Aldrich.

2.8. Confocal Microscopy

THP-1 cells (3 x 10° cells/mL) were seeded on glass coverslips in a 24-well tissue
culture plate (Corning, NY, USA). After the differentiation protocol, cells were categorized
as untreated (mock), L18-MDP, or infected with DENV-2. Briefly, the viral stocks were
adjusted to an MOI of 10 in a supplemented RPMI medium and incubated 1 h at 37 °C,
in monolayers, followed by three washes with PBS 1x (Gibco). After the indicated times,
cells were fixed with PFA 4% for 15 min at room temperature. Cells were permeabilized
with 0.1% Triton X-100 (Sigma-Aldrich) in 1 x PBS for 15 min and blocked with 5% bovine
serum albumin (Sigma-Aldrich) for 1 h at room temperature. Afterward, the following
primary antibodies were added: anti-NOD?2, or anti-MAVS, from Genetex Inc. (Irvine,
CA, USA); each antibody was incubated for 2 h and washed three times with PBS 1x.
Then, secondary antibodies were added as follows: an anti-mouse IgG coupled with
Dylight-488 antibody from Invitrogen was used for NOD2, and for MAVS, an anti-rabbit
IgG coupled with APC antibody from Santa Cruz Biotechnology Inc. was incubated for
30 min in the dark at room temperature. Finally, the nuclei were labeled with DAPI
obtained from Sigma-Aldrich for 15 min, and the slides were mounted with Vectashield
from Vector Laboratories (Burlingame, CA, USA). The images were captured using a
confocal laser scanning system (LSM5 Pascal) attached to a confocal microscope (Axiovert
200 M) from Zeiss (Jena, Germany), and 100 cells were captured for each condition. Cell
culture supernatants were collected and frozen at —70 °C for cytokine measurement or
viral titration.

2.9. Co-Immunoprecipitation Assays (Co-IP)

For Co-IP assay, THP-1 macrophage-like cells were differentiated in T-25 cell culture
flasks (5 x 10° cells/flask); they were untreated (mock), transfected (PIC), or infected with
DENV-2. After the incubation period of each treatment was completed, the cells were
lysed using RIPA buffer containing a cocktail protease inhibitor (previously mentioned).
Total protein lysates were quantified as previous described, and 150 ug of total protein
was incubated with anti-NOD2 antibody (2 pg/reaction) overnight at 4 °C with constant
rocking. Afterward, 15 uL of protein A agarose beads from Thermo Sc. was added to each
mixture and incubated with gently mixing while the tube was inverted constantly at 4 °C
for 3 h. Subsequently, precipitates were washed eight times with PBS 1x-protease inhibitors.
Later, the pellets were re-suspended, and MAVS presence was evaluated via immunoblot
assay. Immunoblots were probed using anti-MAVS (1 pug/mL) coupled with an anti-rabbit
IgG-HRP conjugated antibody and visualized using enhanced chemiluminescence using
Luminata Forte (Merck-Millipore).

2.10. Small Interfering RNA (siRNA) Assays

A total of 2.5 x 10° THP-1 macrophage-like cells in 6-well plates were transfected using
a mix of two siRNAs, Card4 (25 pmol) and Card6 (25 pmol), against human NOD2 (referred
in the text as NOD2-siRNAs, catalog number 1027415) from Qiagen (Hilden, Germany). As
a negative control, AllStars negative control siRNAs (referred to in the text as Scramble-
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siRNA 50 pmol) (catalog number 1027281, from Qiagen) were transfected using LP3000
(Invitrogen) according to the manufacturer’s protocol for 12 h. After siRNA transfection,
THP-1 macrophage-like cells were analyzed in three groups: mock (untreated), DENV-2 in-
fected, and transfected with PIC (positive control). Cell viability was measured using MTT
(Sigma-Aldrich); briefly, 15 ug of MTT reagent (500 pg/mL) was added to each well and
incubated for 3 h at 37 °C; then cells were lysed with 100 uL of DMSO (Sigma-Aldrich) and
rocked until the complete solubilization of purple formazan crystal, and absorbance was
measured at 600 nm in a microplate reader from Thermo Sc. Absorbance was used to calcu-
late the percentage of cell viability as follows: (Atreatment—Ablank)/(Acontrol—Ablank)
x 100%. Additionally, the efficiency of NOD2 knocked down was evaluated by Western
blot as described elsewhere.

2.11. IFN-« Quantification

The concentration of IFN-« was measured in THP-1 macrophage-like cell culture
supernatants by enzyme-linked immunosorbent assay (ELISA), using a human IFN-« kit
from eBioscience (San Diego, CA, USA); the measurements were taken according to the
manufacturer’s instructions.

2.12. Statistical Analysis

The statistical testing was performed using GraphPrism® version 8.0.1 (GraphPad
Software Inc., San Diego, CA, USA). For comparison between the three groups, one-way
ANOVA was used to determine differences. For comparison between two groups of
continuous variables, they were analyzed with Student’s t-test in the case of parametric
distributions. The specific statistical analysis performed is indicated for each figure. De-
scriptions of experimental replicates are also described in the figure legends. The results are
shown as the mean = standard error of the mean (SEM). p values < 0.05 were considered
statistically significant.

3. Results
3.1. Infection with DENV-2 Upregulates NOD2 Expression in THP-1 Macrophage-like Cells

NOD expression was verified in THP-1 macrophage-like cells differentiated from
macrophages in three experimental groups: mock, positive control treated with LPS
(1 pg/mL), and DENV-2-infected cells in two independent experiments examined as
early as 3 h after each treatment, as observed in Figure 1A (Supplementary Figure S1A).
Different inducers of NOD2 expression have been described; we initially tested LPS, L18-
MDP, and PIC to analyze the changes in NOD2 expression in THP-1 macrophage-like
cells. However, for subsequent experiments, only L18-MDP and PIC were used as ago-
nists (positive control) supported by the initial analysis. To characterize the kinetics of
NOD2 at the mRNA and protein levels in THP-1 macrophage-like cells, specific primers
were used to obtain an amplicon for NOD2 mRNA, and Western blot assays were used to
examine NOD2 protein at three different time points; we used a NOD2-specific inducer
(L18-MDP), and THP-1 macrophage-like cells infected by DENV-2 and mock control cells as
shown in Figure 1B,C. NOD2-related amplicon in DENV-2-infected THP-1 macrophage-like
cells showed an increased expression starting at 3 hpi (1.5 £ 0.3-fold), followed by 6 hpi
(2.7 £ 0.2-fold) and 12 hpi (3.7 & 0.2-fold) compared with mock infected cells. In the same
comparison, treatment with L18-MDP, an agonist of NOD2 (positive control), resulted in
the highest increase of NOD2 expression, starting at 3 h (1.6 & 0.3-fold), continuing at 6 h
(4.3 &£ 0.4-fold) and 12 h (5.6 £ 0.3-fold) in comparison with mock infected cells (Figure 1B
and Supplementary Figure S1B). Similarly, Western blot was used to assess protein levels of
NOD2 in THP-1 macrophage-like cells infected with DENV-2, which were higher, as noticed
at 12 hpi (1.5 £ 0.3-fold) and 24 hpi (3.1 £ 0.2-fold) in comparison with the mock-infected
control. Meanwhile, THP-1 macrophage-like cells transfected with L18-MDP (positive
control) showed higher levels of NOD2 protein at each time point, with 1.4 + 0.4-fold at
6 h, 2.5 + 0.4-fold at 12 h, and 5 £ 0.5-fold at 24 h (Figure 1C).
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Figure 1. Detection of NOD2 in THP-1 macrophage-like cells stimulated with L18-MDP or infected
with DENV-2. (A). NOD2 protein was detected as early as 3 hpi in cells infected by DENV-2 (MOI of
10) and in the positive control with LPS (1 ug/mL). (B,C). NOD2 expression was assessed at different
time points in THP-1 macrophage-like cells under different treatments: mock (white bars), positive
control transfected with L18-MDP (pink bars) or DENV-2-infected at an MOI of 10 (dark blue bars).
(B). NOD2 mRNA was measured after 3, 6, and 12 h using end point RT-PCR using specific primers for
human NOD2 and GAPDH. Bar graph indicates fold change calculated by the ratio NOD2/GAPDH.
(C). NOD2 protein expression was evaluated by Western blotting of the whole-cell lysates using
an anti-NOD2 antibody and an anti-f-actin antibody as a loading control. Bar graph indicates
the fold change calculated by the ratio NOD2/3-actin. All experiments were performed three
times. Statistical differences were assessed with one-way ANOVA, where ** p < 0.001, ** p <0.01,
and * p < 0.05. (D) Confocal micrograph of THP-1 macrophage-like cells that have undergone the
treatments indicated in the images for 12 h, followed by immunostaining for NOD2 (green), with
the nuclei contrasted (blue). Images show the percentage of NOD2-positive cells which were found
after counting 100 cells in each condition. Pictures were cropped to improve presentation, the digital

magnification is 2100 x, and the scale bar indicates 10 uM.
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We evaluated the cellular localization of NOD2 in THP-1 macrophage-like cells by
confocal microscopy, in a mock control; the expression of this molecule occurred at a
low level (Figure 1D). In THP-1 macrophage-like cells infected with DENV-2, NOD2 was
localized in cytosol in a characteristic punctate pattern that accounted for 15 to 20% of
cells (n = 100 cells examined in 3 independent experiments) at 12 hpi. In contrast, THP-1
macrophage-like cells transfected with the synthetic L18-MDP exhibited a vesicle-like
pattern of distribution for this protein in nearly to 40 to 50% (1 = 100 cells examined in
3 independent experiments) of the examined cells at 12 h. Although macrophages derived
from the THP-1 cell line are reportedly permissive for DENV-2 infection in vitro [22], as
control for DENV-2 infection, we evaluated the expression of viral NS3 protein (red), which
was detected at 12 hpi. In THP-1 macrophage-like cells infected with DENV-2, NOD2
was found in the cytosol, colocalizing with NS3; the infected cells positive for both NOD2
and NS3 corresponded to approximately 18% of cells at this early time (Supplementary
Figure S2). Our findings suggest that viral infection is needed to upregulate NOD2 in
these cells.

3.2. Detection of MAV'S Effector and Interaction with NOD2 in THP-1 Macrophage-like Cells

We assessed the levels of MAVS effector in mock and DENV-2-infected THP-1
macrophage-like cells at three different time points (6, 12, and 24 h) by confocal microscopy
(Figure 2A,B). The best signal for MAVS was observed at 12 h (Figure 2B,J); thus, for further
analysis to colocalize NOD2 and MAVS, we used that time point. MAVS responds to
the stimuli of the agonist PIC. In the mock THP-1 macrophage-like cells, colocalization
of NOD2-MAVS was not observed (Figure 2C,FI); meanwhile for DENV-2 infected cells,
colocalization was detected in the 35-50% of the NOD2-positive cells (Figure 2D,G,]); for
the THP-1 macrophage-like cells transfected with PIC (positive control), colocalization was
observed in 50 to 60% of the NOD2-positive cells (Figure 2E,H K). Increased expression
of MAVS correlating with the expression of NOD2 was verified in the cytosol of DENV-
2 infected cells (Figure 2D,G,]). Subsequently, Co-IP assays were carried out to verify
the protein interactions of MAVS with NOD2 protein (Figure 3). MAVS protein was
recovered when using an anti-NOD2 antibody to coimmunoprecipitate and anti-MAVS
antibody for the immunoblot. MAVS protein was recovered both in lysates of THP-1
macrophage-like cells transfected with PIC (positive control) and in cells infected by DENV-
2 at 12 h of the stimulus, but not in mock cells (Figure 3A and Supplementary Figure S3A).
Our data confirmed the NOD2-MAVS interaction in the THP-1 macrophage-like cells
infected with DENV-2. To corroborate the presence of NOD?2 in this assay, NOD2 was
immunoprecipitated employing an anti-NOD2, and the immunoblots were performed with
the same antibody (Figure 3B and Supplementary Figure S3B).
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(A) Mock (B) DENV-2
6h 12 h 24 h 6h 12h 24 h

.- .

20 pm 20 ym

NOD2 MAVS

2100x 630x 2100x

Figure 2. DENV-2 induces NOD2-MAVS colocalization in THP-1 macrophage-like cells. (A,B) Repre-
sentative confocal micrographs shown in (A) THP-1 macrophage-like cells with a mock treatment
and (B) DENV-2-infected cells at 6, 12, and 24 h. Fluorescence images show the merge fields of NOD2
(green), MAVS (red), and nuclei (blue). Arrows indicate the cells where colocalization was observed.
The scale bars indicate 20 um, magnification 630x. (C-K) Representative confocal micrographs of
the colocalization (C-E) of NOD2 (green) and (F-H) MAVS (red) in THP-1 macrophage-like cells in
the following groups: mock, DENV-2-infected, and positive control (PIC) at 12 h. (I-K) On the far
right, the images of NOD2 and MAYVS are merged, with a nuclear contrast (blue). Individual cells
displayed in the square were selected for observation in greater detail. A digital magnification of
630 is illustrated on the left and one of 2100 on the right side of each column. The arrows indicate
points of NOD2-MAVS colocalization. Each condition was repeated three times.
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(A)

IP: anti-NOD?2

110 kDa

(B)

57 kDa

Mock DENYV-2 PIC

IB: anti-NOD2

IP: anti-NOD2

Mock DENV-2 PIC

IB: anti-MAVS

Figure 3. DENV-2 induces the NOD2-MAVS interaction in THP-1 macrophage-like cells after 12 hpi.
NOD?2 interaction with MAVS was evaluated via immunoprecipitation (IP) and Co-IP assays in whole
protein cell lysates of THP-1 macrophage-like cells. THP-1 macrophage-like cells were grouped as
follows: mock, DENV-2-infected, and the positive control (cells transfected with PIC). (A) Western
blot image of the IP with an anti-NOD2 antibody, and IB with the same antibody shows an increase in
NOD2 production in the positive control (PIC), and in cells infected with DENV-2 at 12 h. (B). Western
blot image of the Co-IP shows the interaction of NOD2-MAVS in the positive control (PIC) and
in cells infected with DENV-2 (asterisk) at 12 hpi. Proteins were IP with an anti-NOD2 antibody
and IB with an anti-MAVS antibody. The images show one representative experiment. Uncropped
membranes are presented in Supplementary Figure S3A).

3.3. Downregulation of NOD2 Reduces the Production of IFN-« in Macrophage-like Cells Infected
by DENV-2

Later, the effect of downregulating NOD2 in THP-1 macrophage-like cells and the
response in the tested groups was evaluated. We employed gene silencing with specific
human NOD2-siRNAs. First, we addressed by MTT assays the percentage of cell viability
of THP-1 macrophage-like cells subjected to transfections with siRNAs and with the agonist
(PIC). Our analysis showed a high percentage of cell viability (80-88%), in cells exposed to
double transfections (Figure 4A).

To assure NOD2 expression was reduced globally in around 67% of transfected with
specific NOD2-siRNAs cells compared with those transfected with a Scramble-siRNA or
mock control; these results were confirmed by Western blot (Figure 4B, and Supplementary
Figure S4A). The expression of NOD2 was not restored to normal regardless of using PIC
agonist in silenced cells (Figure 4C and Supplementary Figure S4B).

Our previous results where the interaction of NOD2-MAVS was identified in THP-
1 macrophage-like cells infected with DENV-2 (Figures 2] and 3A), made us ask if the
production of IFN-a would be affected in these cells. Data showed that cells transfected
with a Scramble-siRNA and stimulated with the IFN-a agonist PIC showed levels of around
136 £ 3 pg/mL; however, cells transfected with specific NOD2-siRNAs and stimulated
with PIC showed lower levels of IFN-«, around 87 + 4 pg/mL (Figure 4D). Similarly, the
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cells transfected with a Scramble-siRNA and infected with DENV-2 showed levels around
116 &+ 3 pg/mL, whereas cells transfected with NOD2-siRNAs and infected with DENV-2
had lower IFN-« production, around 63 + 4 pg/mL. IFN-« was not detected in untreated
cells (UT) (Figure 4C).
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Scramble-siRNA NODZ-lsiRNAs (D) 150+ |—%
]
- 1 1 ~ 125- * %
g o 7 U r —
2 &~ &8 = £ 100~ T+
& 75 —
3
7 50
=
0 1 I |
Mock DENV-2 PIC

[ NOD2-siRNAs
[ Scramble-siRNA

Figure 4. Analysis of THP-1 macrophage-like cells knocked down in NOD2 by specific NOD2-siRNAs
shows a diminished production of IFN-« in THP-1 macrophage-like cells infected with DENV-2.
(A) Quantification of cellular viability in THP-1 macrophage-like cells were performed via MTT assay.
Bar graphs represent the mean + SEM of the percentage of cell viability in THP-1 macrophage-like
cells transfected with a Scramble-siRNA or NOD2-siRNAs and after 24 h of stimulation with the
agonist PIC or untreated. A paired f-test was performed for statistical analysis to compare UT vs.
PIC in each group; no differences were observed. N = 3. (B) Western blot of the silencing assay
shows that NOD2 was downregulated in THP-1 macrophage-like cells transfected with specific
NOD2-siRNAs. Bar graphs shown the percentage of the ratio NOD2/B-actin. (C) Western blot
of THP-1 macrophage-like cells transfected with specific NOD2-siRNAs and stimulated with the
agonist PIC produce lower levels of NOD2 protein than the cells transfected with the Scramble-siRNA
and stimulated with the agonist PIC. (D) THP-1 macrophage-like cells were silenced with a mix of
specific human NOD2-siRNAs or with a Scramble-siRNA (negative control); earlier, the cells were
stimulated with PIC and infected with DENV-2; after 24 h, the cell supernatants were collected, and
IFN-« levels were measured by ELISA. Bar graphs shows the IFN-« levels (pg/mL) mean £ SEM of
three independent experiments. Statistical differences were evaluated by one-way ANOVA, where
***p < 0.001, and ** p < 0.01.
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3.4. NOD2 Inhibition Increased Viral Loads in THP-1 Macrophage-like Cells

Since our data suggest that NOD2 may be important in the induction of antiviral
response [14], we asked whether decreasing NOD2 expression in THP-1 macrophage-like
cells infected with DENV-2 would have any effect on viral load, something plausible based
on our previous data, in which the THP-1 macrophage-like cells downregulated NOD2
expression and those treated with the agonist PIC or infected with DENV-2 secreted lower
levels of IFN-« than cells transfected with a Scramble-siRNA or in the mock cells.

The THP-1 macrophage-like cells which were knocked down in NOD2 expression
with specific NOD2-siRNAs produced higher viral loads (1.8 + 0.3 x 10* FFU/mL, more
than 4-fold) than those transfected with a Scramble-siRNA (4.6 & 0.5 x 10 FFU/mL) at
24 hpi (Supplementary Figure S5A). To validate our previous results, we analyzed the viral
progeny in THP-1 macrophage-like cells knocked down in NOD2 at different time points.
The viral progeny followed a growth curve at different time points (12, 24, and 48 hpi).
Our data showed an increased viral load in THP-1 macrophage-like cells treated with the
NOD2-siRNA, which was time-dependent beginning at 12 hpi; however, higher differences
were found at 24 hpi (1.9 + 0.18 x 10* FFU/mL) and 48 hpi (2.7 4+ 0.31 x 10* FFU/mL)
when compared with untreated THP-1 macrophage-like cells (2.9 + 0.5 x 10® FFU/mL
at 24 hpi, and 1.1 + 0.18 x 10* FFU/mL at 48 hpi) or transfected with a Scramble-siRNA
(3.3 £ 0.3 x 10° FFU/mL at 24 hpi, and 1.1 & 0.31 x 10* FFU/mL at 48 hpi) (Figure 5A).
These results confirm the role of the NOD2-MAVS interaction in the partial induction of an
antiviral state mediated by IFN-« in THP-1 macrophage-like cells infected with DENV-2 as
shows Figure 5B.

(A) DENV-2 growth curve
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Figure 5. Silencing NOD2 in THP-1 macrophage-like cells infected with DENV-2 increases viral titers
and affects IFN« levels. (A) DENV-2 growth curve. THP-1 macrophage-like cells were untreated
(UT) or transfected with a Scramble-siRNA or with an NOD2-siRNAs after all groups were infected
with DENV-2 for 12, 24, and 48 h. The graph shows the viral titers of the three experimental groups
expressed as FFU/mL mean + SEM of three independent experiments at 12, 24, and 48 h. The DENV-2
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growth curve shows comparisons between the viral loads in THP-1 macrophage-like cells treated with
Scramble-siRNA or NOD2-siRNAs vs. untreated cells at each time point. The statistical differences
to each time point of the curve were analyzed with one-way ANOVA. *** p < 0.001, ** p < 0.01, and
* p < 0.05. The viral progeny was quantified by focus-forming assay in C6/36 cells. (B) IFN-« levels
were quantified in supernatants of THP-1 macrophage-like cells at 24 h post-infection with DENV-2
in mock cells or transfected with Scramble-siRNA or NOD2-siRNAs. Bar graph shows the IFN-x
levels (pg/mL) mean & SEM of three independent experiments. Statistical differences were evaluated
by paired t-test, where ** p < 0.01.

4. Discussion

PRRs are the first line of recognition for defense against pathogens in cells. During
viral infections, the activation and potentiation between two kinds of PRRs, the TLR and
RLR families, have been reported on. However, in the NLR family, there are members
of great importance for inflammatory functions such as NLRP3 [10,11] or NLRX1, which
regulatory functions on RIG-I/MAVS pathway and are important in viral infection [23],
and NOD2 [14-17], a less studied effector in viral infections.

In cells such as monocytes or macrophages and dendritic cells, there is an immediate
response mediated by TLR3, TLR7, TLRS8, RIG-I, and NLRP3, which elicit a rapid and
coordinated antiviral response in the early stages of DENV-2 infection [10,24-26]. Never-
theless, other intracellular sensors located in cytosol can be activated and participate in
the establishment of this response. Among them, NOD?2 is a very dynamic molecule than
interacts with several effectors that intervene in either proinflammatory or antiviral im-
mune response. Our results experimentally proved that, according to RT-PCR and Western
blot testing, NOD2 induction is augmented in THP-1 macrophage-like cells in response to
DENV-2. We observed singular patterns of subcellular distribution for the expression of
NOD2 in THP-1 macrophage-like cells after the treatment with the agonist L18-MDP or
DENV-2, suggesting that NOD2 may be present in defined vesicles such endosomes, as
has been reported elsewhere [27]. However, to identify the nature of those vesicles, further
studies will be needed.

An interesting finding is that THP-1 cells expressing the higher levels of NOD2 are
also those positive for DENV-2 infection, as confirmed by the presence of viral NS3. These
data suggest that active DENV-2 replication is necessary to elicit the upregulation of NOD?2.
So far, this molecule has been associated only with significant homeostatic regulation in
intestinal epithelial cells [28]. However, the involvement of the NOD2 molecule in processes
important for proinflammatory and antiviral immune response has been suggested [29].
The rationale led us to investigate the role of NOD2 during DENV-2-infection in this
experimental model, which represents one of the main targets and more significant cells
for the immune response to dengue: macrophages. According to previous reports, during
infection with several RNA viruses, NOD2 is activated and leads to the activation of a
protective innate immune response mediated by interactions with adaptors including RIP2,
MAVS, OAS2, CARD?Y, etc., resulting in activities against the pathogens [30].

Protein interactions with numerous effectors for NOD2 might be significant for the
course and final immune response [31]. Colocalization of NOD2 was examined by confocal
microscopy for molecules with antiviral activity, such as RIP2, MAVS, and OAS2; of these,
NOD2-MAVS was the main interaction observed. To further investigate these discoveries,
we analyzed the NOD2-MAVS interaction by Co-IP, and data showed that NOD2 can
interact with MAVS in DENV-2 infected cells or in the cells stimulated by the agonist PIC
at different times post-stimulus. The overall mechanism needs deeper study.

NOD2 downregulation by specific siRNAs correlates with a decreased secretion of IFN-
o in cells infected with DENV-2; it is important to point out that this trait must be examined
in the entire organism, where most complex cytokine interactions play important roles.

Next, we evaluated whether NOD2 misfunction in THP-1 macrophage-like cells
infected with DENV-2 had an impact on viral loads. Higher viral titers in experimental
groups of THP-1 cells with a decreased expression at different times post-infection were
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observed. Taken together with the findings herein presented, our data confirmed a new
role for NOD2-MAVS interaction during DENV-2 infection in THP-1 macrophage-like
cells, which consisted of limiting the production of new viral progeny. We found this a
very significant finding that indicates that NOD2 either potentiates or initiates the antiviral
response to limit virus progeny. This trait has been confirmed in other viral infections, such
as foot-and-mouth disease, to counteract NOD2 to antagonize antiviral activity [14,32-34].

5. Conclusions

In conclusion, the receptor NOD?2 is upregulated and activated by an active viral
replication in macrophages derived from the THP-1 cell line at early stages of the infection
with DENV-2. The activation of NOD2 during the infection leads to interaction with
MAVS and elicits the secretion of IFN-o. Importantly, NOD2 participates in limiting the
production of new DENV-2 viral particles in the cell.

Supplementary Materials: The following supporting information can be downloaded at: https:
/ /www.mdpi.com/article/10.3390/pathogens13040306/s1, Figure S1. (A, and B) Western blot
analysis of whole cell lysates of THP-1 macrophage-like cells. Figure S2. NS3 and NOD2 expression
in THP-1 macrophage-like cells infected with DENV-2. Figure S3. Coinmmunoprecipitation (Co-IP)
analysis of the interaction between NOD2 and MAVS in THP-1 macrophages-macrophage-like cells.
Figure S4. DENV-2 induces the interaction NOD2-MAVS in THP-1 macrophage-like cells. Figure S5.
DENV-2 titers in THP-1 macrophage-like cells at 24 hpi.

Author Contributions: Conceptualization, D.A.D.-M. and M.LS.; Methodology, D.A.D.-M. and
D.N.-A,; Validation, D.N.-A., M.S.P-F. and B.E.G.-P,; Formal Analysis, D.A.D.-M., JM.T.-E,, B.E.G.-P.
and MLLS.; Investigation, D.A.D.-M., G.L.-A. and M.LS.; Resources, B.E.G.-P., G.L.-A. and M.I.S.; Data
Curation, ML.LS.; Writing—Original Draft Preparation; D.A.D.-M., JM.T.-F. and M.L.S.; Writing—Review
& Editing, D.A.D.-M., M.S.P-F,, JM.T.-F. and M.IS.; Funding Acquisition, M.I.S. and G.L.-A. All
authors have read and agreed to the published version of the manuscript.

Funding: This research project was supported by grants to M.LS. (SIP20151797 and SIP20161585)
from the SIP-IPN, and the fellowship to D.A.D.-M. (356583) from the Consejo Nacional de Ciencia
y Tecnologia.

Institutional Review Board Statement: Not applicable.
Informed Consent Statement: Not applicable.

Data Availability Statement: All the data generated during the current study are included in
the manuscript.

Acknowledgments: The authors are very grateful to our sponsors: Jorge Ortega-Reyes for providing
the anti-rabbit-IgG-APC, M. en C. Antonina Oltra-Ramirez for the anti-human NOD2, and Alejandro
Ayala-Castro for IFN-« ELISA kits. We thank Eneida Campos-Guzman for all her assistance in the
confocal microscopies as well as Inci Enid Ramirez-Bello, student at the Posgrado en Inmunologia, for
all her help. D.A.D.-M. acknowledges the CONACYT program “Estancias Postdoctorales por México
2021 modalidad 2” for the postdoctoral fellowship. G.L.-A., B.E.G.-P., and M.LS. are COFAA and EDI
fellows. This investigation was supported by the Secretaria de Investigacion y Posgrado (SIP-IPN).

Conflicts of Interest: The authors declare no conflicts of interest.

1.  Bhatt, S.; Gething, PW.,; Brady, O.].; Messina, ]J.P.,; Farlow, A.W.; Moyes, C.L.; Drake, ].M.; Brownstein, ].S.; Hoen, A.G.; Sankoh, O.;
et al. The Global Distribution and Burden of Dengue. Nature 2013, 496, 504-507. [CrossRef] [PubMed]

2. Rico-Hesse, R. Dengue Virus Virulence and Transmission Determinants. Curr. Top. Microbiol. Immunol. 2010, 338, 45-55. [CrossRef]

3. Mukhopadhyay, S.; Kuhn, R.].; Rossmann, M.G. A Structural Perspective of the Flavivirus Life Cycle. Nat. Rev. Microbiol. 2005, 3,
13-22. [CrossRef] [PubMed]

4. Wu, S]J.L.; Grouard-Vogel, G.; Sun, W.; Mascola, ].R.; Brachtel, E.; Putvatana, R.; Louder, M.K.; Filgueira, L.; Marovich, M.A.;
Wong, HK,; et al. Human Skin Langerhans Cells Are Targets of Dengue Virus Infection. Nat. Med. 2000, 6, 816-820. [CrossRef]

[PubMed]


https://www.mdpi.com/article/10.3390/pathogens13040306/s1
https://www.mdpi.com/article/10.3390/pathogens13040306/s1
https://doi.org/10.1038/nature12060
https://www.ncbi.nlm.nih.gov/pubmed/23563266
https://doi.org/10.1007/978-3-642-02215-9_4
https://doi.org/10.1038/nrmicro1067
https://www.ncbi.nlm.nih.gov/pubmed/15608696
https://doi.org/10.1038/77553
https://www.ncbi.nlm.nih.gov/pubmed/10888933

Pathogens 2024, 13, 306 15 of 16

10.

11.

12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

23.

24.

25.

26.

27.

Marovich, M.; Grouard-Vogel, G.N.; Louder, M.; Eller, M.; Sun, W.; Wu, S.J.; Putvatana, R.; Murphy, G.; Tassaneetrithep, B.;
Burgess, T.; et al. Human Dendritic Cells as Targets of Dengue Virus Infection. J. Investig. Dermatol. Symp. Proc. 2001, 6, 219-224.
[CrossRef] [PubMed]

Jessie, K.; Fong, M.Y.; Devi, S.; Lam, S.K.; Wong, K.T. Localization of Dengue Virus in Naturally Infected Human Tissues, by
Immunohistochemistry and in Situ Hybridization. J. Infect. Dis. 2004, 189, 1411-1418. [CrossRef] [PubMed]

Kwan, W.H.; Navarro-Sanchez, E.; Dumortier, H.; Decossas, M.; Vachon, H.; dos Santos, EB.; Fridman, H-W.; Rey, FA.; Harris, E.;
Despres, P.; et al. Dermal-Type Macrophages Expressing CD209/DC-SIGN Show Inherent Resistance to Dengue Virus Growth.
PLoS Neglected Trop. Dis. 2008, 2, e311. [CrossRef] [PubMed]

Takaoka, A.; Yanai, H. Interferon Signalling Network in Innate Defence. Cell. Microbiol. 2006, 8, 907-922. [CrossRef] [PubMed]
McNab, F.; Mayer-Barber, K.; Sher, A.; Wack, A.; O’Garra, A. Type I Interferons in Infectious Disease. Nat. Rev. Immunol. 2015, 15,
87-103. [CrossRef]

Wu, M.E; Chen, S.T.; Yang, A.H.; Lin, WW,; Lin, Y.L.; Chen, N.J.; Tsai, L.S.; Li, L.; Hsieh, S.L. CLEC5A Is Critical for Dengue
Virus-Induced Inflammasome Activation in Human Macrophages. Blood 2013, 121, 95-106. [CrossRef]

Hottz, E.D.; Lopes, ].E; Freitas, C.; Valls-De-Souza, R.; Oliveira, M.F.,; Bozza, M.T.; Da Poian, A.T.; Weyrich, A.S.; Zimmerman,
G.A; Bozza, FA; et al. Platelets Mediate Increased Endothelium Permeability in Dengue through NLRP3-Inflammasome
Activation. Blood 2013, 122, 3405-3414. [CrossRef] [PubMed]

Inohara, N.; Nufiez, G. NODs: Intracellular Proteins Involved in Inflammation and Apoptosis. Nat. Rev. Immunol. 2003, 3,
371-382. [CrossRef] [PubMed]

Moreira, L.O.; Zamboni, D.S. NOD1 and NOD2 Signaling in Infection and Inflammation. Front. Immunol. 2012, 3, 328. [CrossRef]
[PubMed]

Sabbah, A.; Chang, T.H.; Harnack, R.; Frohlich, V.; Tominaga, K.; Dube, PH.; Xiang, Y.; Bose, S. Activation of Innate Immune
Antiviral Responses by Nod2. Nat. Immunol. 2009, 10, 1073-1080. [CrossRef] [PubMed]

Kim, Y.G,; Park, ].H.; Reimer, T.; Baker, D.P.; Kawai, T.; Kumar, H.; Akira, S.; Wobus, C.; Nufiez, G. Viral Infection Augments
Nod1/2 Signaling to Potentiate Lethality Associated with Secondary Bacterial Infections. Cell Host Microbe 2011, 9, 496-507.
[CrossRef] [PubMed]

Lupfer, C.; Thomas, P.G.; Anand, PK,; Vogel, P; Milasta, S.; Martinez, J.; Huang, G.; Green, M.; Kundu, M.; Chi, H.; et al. Receptor
Interacting Protein Kinase 2-Mediated Mitophagy Regulates Inflammasome Activation during Virus Infection. Nat. Immunol.
2013, 14, 480-488. [CrossRef] [PubMed]

Dugan, ].W.; Albor, A.; David, L.; Fowlkes, J.; Blackledge, M.T.; Martin, T.M.; Planck, S.R.; Rosenzweig, H.L.; Rosenbaum, J.T.;
Davey, M.P. Nucleotide Oligomerization Domain-2 Interacts with 2 -5 -Oligoadenylate Synthetase Type 2 and Enhances RNase-L
Function in THP-1 Cells. Mol. Immunol. 2009, 47, 560-566. [CrossRef]

Olagnier, D.; Scholte, FE.M.; Chiang, C.; Albulescu, 1.C.; Nichols, C.; He, Z.; Lin, R.; Snijder, E.J.; van Hemert, M.J.; Hiscott, J.
Inhibition of Dengue and Chikungunya Virus Infections by RIG-I-Mediated Type I Interferon-Independent Stimulation of the
Innate Antiviral Response. J. Virol. 2014, 88, 4180-4194. [CrossRef]

Lin, R.-J.; Yu, H.-P;; Chang, B.-L.; Tang, W.-C.; Liao, C.-L.; Lin, Y.-L. Distinct Antiviral Roles for Human 2! 5/ -Oligoadenylate
Synthetase Family Members against Dengue Virus Infection. J. Immunol. 2009, 183, 8035-8043. [CrossRef]

Jadhav, N.J.; Gokhale, S.; Seervi, M.; Patil, P.S.; Alagarasu, K. Inmunomodulatory Effect of 1, 25 Dihydroxy Vitamin D3 on the
Expression of RNA Sensing Pattern Recognition Receptor Genes and Cytokine Response in Dengue Virus Infected U937-DC-SIGN
Cells and THP-1 Macrophages. Int. Immunopharmacol. 2018, 62, 237-243. [CrossRef]

Girardin, S.E.; Boneca, I.G,; Viala, J.; Chamaillard, M.; Labigne, A.; Thomas, G.; Philpott, D.]J.; Sansonetti, P.J. Nod2 Is a General
Sensor of Peptidoglycan through Muramyl Dipeptide (MDP) Detection. J. Biol. Chem. 2003, 278, 8869-8872. [CrossRef]
Castafieda-Sanchez, ].I.; Dominguez-Martinez, D.A.; Olivar-Espinosa, N.; Garcia-Pérez, B.E.; Lorono-Pino, M.A.; Luna-Herrera, J.;
Salazar, ML.I. Expression of Antimicrobial Peptides in Human Monocytic Cells and Neutrophils in Response to Dengue Virus
Type 2. Intervirology 2016, 59, 8-19. [CrossRef] [PubMed]

Allen, I1.C.; Moore, C.B.; Schneider, M.; Lei, Y.; Davis, B.K.; Scull, M.A; Gris, D.; Roney, K.E.; Zimmermann, A.G.; Bowzard, ].B.;
et al. NLRX1 Protein Attenuates Inflammatory Responses to Infection by Interfering with the RIG-I-MAVS and TRAF6-NF-KB
Signaling Pathways. Immunity 2011, 34, 854-865. [CrossRef] [PubMed]

Wang, ].P,; Liu, P; Latz, E.; Golenbock, D.T.; Finberg, R.W.; Libraty, D.H. Flavivirus Activation of Plasmacytoid Dendritic Cells
Delineates Key Elements of TLR7 Signaling beyond Endosomal Recognition. |. Immunol. 2006, 177, 7114-7121. [CrossRef]
[PubMed]

Tsai, Y.T.; Chang, S.Y.; Lee, C.N.; Kao, C.L. Human TLR3 Recognizes Dengue Virus and Modulates Viral Replication in Vitro. Cell.
Microbiol. 2009, 11, 604-615. [CrossRef]

Nasirudeen, A.M.A.; Wong, H.H.; Thien, P; Xu, S.; Lam, K.P; Liu, D.X. RIG-I, MDAS5 and TLR3 Synergistically Play an Important
Role in Restriction of Dengue Virus Infection. PLoS Neglected Trop. Dis. 2011, 5, €926. [CrossRef]

Nakamura, N.; Lill, J.R.; Phung, Q.; Jiang, Z.; Bakalarski, C.; De Maziere, A.; Klumperman, J.; Schlatter, M.; Delamarre, L.;
Mellman, I. Endosomes Are Specialized Platforms for Bacterial Sensing and NOD2 Signalling. Nature 2014, 509, 240-244.
[CrossRef]


https://doi.org/10.1046/j.0022-202x.2001.00037.x
https://www.ncbi.nlm.nih.gov/pubmed/11924831
https://doi.org/10.1086/383043
https://www.ncbi.nlm.nih.gov/pubmed/15073678
https://doi.org/10.1371/journal.pntd.0000311
https://www.ncbi.nlm.nih.gov/pubmed/18827881
https://doi.org/10.1111/j.1462-5822.2006.00716.x
https://www.ncbi.nlm.nih.gov/pubmed/16681834
https://doi.org/10.1038/nri3787
https://doi.org/10.1182/blood-2012-05-430090
https://doi.org/10.1182/blood-2013-05-504449
https://www.ncbi.nlm.nih.gov/pubmed/24009231
https://doi.org/10.1038/nri1086
https://www.ncbi.nlm.nih.gov/pubmed/12766759
https://doi.org/10.3389/fimmu.2012.00328
https://www.ncbi.nlm.nih.gov/pubmed/23162548
https://doi.org/10.1038/ni.1782
https://www.ncbi.nlm.nih.gov/pubmed/19701189
https://doi.org/10.1016/j.chom.2011.05.006
https://www.ncbi.nlm.nih.gov/pubmed/21669398
https://doi.org/10.1038/ni.2563
https://www.ncbi.nlm.nih.gov/pubmed/23525089
https://doi.org/10.1016/j.molimm.2009.09.025
https://doi.org/10.1128/JVI.03114-13
https://doi.org/10.4049/jimmunol.0902728
https://doi.org/10.1016/j.intimp.2018.07.019
https://doi.org/10.1074/jbc.C200651200
https://doi.org/10.1159/000446282
https://www.ncbi.nlm.nih.gov/pubmed/27318958
https://doi.org/10.1016/j.immuni.2011.03.026
https://www.ncbi.nlm.nih.gov/pubmed/21703540
https://doi.org/10.4049/jimmunol.177.10.7114
https://www.ncbi.nlm.nih.gov/pubmed/17082628
https://doi.org/10.1111/j.1462-5822.2008.01277.x
https://doi.org/10.1371/journal.pntd.0000926
https://doi.org/10.1038/nature13133

Pathogens 2024, 13, 306 16 of 16

28.

29.

30.

31.
32.

33.

34.

Ferrand, A.; Al Nabhani, Z.; Tapias, N.S.; Mas, E.; Hugot, ].P; Barreau, E. NOD2 Expression in Intestinal Epithelial Cells Protects
Toward the Development of Inflammation and Associated Carcinogenesis. Cell. Mol. Gastroenterol. Hepatol. 2019, 7, 357-369.
[CrossRef]

Negroni, A.; Pierdomenico, M.; Cucchiara, S.; Stronati, L. NOD2 and Inflammation: Current Insights. J. Inflamm. Res. 2018, 11,
49-60. [CrossRef]

Dominguez-Martinez, D.A.; Nufiez-Avellaneda, D.; Castafion-Sanchez, C.A.; Salazar, M.I. NOD2: Activation During Bacterial
and Viral Infections, Polymorphisms and Potential as Therapeutic Target. Rev. Investig. Clinica 2018, 70, 18-28. [CrossRef]
Bottermann, M.; James, L.C. Intracellular Antiviral Immunity. Adv. Virus Res. 2018, 100, 309-354. [CrossRef] [PubMed]
Coutermarsh-Ott, S.; Eden, K.; Allen, I.C. Beyond the Inflammasome: Regulatory NOD-like Receptor Modulation of the Host
Immune Response Following Virus Exposure. ]. Gen. Virol. 2016, 97, 825-838. [CrossRef] [PubMed]

Zheng, C. The Emerging Roles of NOD-like Receptors in Antiviral Innate Immune Signaling Pathways. Int. J. Biol. Macromol.
2021, 169, 407-413. [CrossRef] [PubMed]

Muharram, G.; Thépaut, M.; Lobert, P.E.; Grandjean, T.; Boulard, O.; Delacre, M.; Wakeford, E.; Wheeler, R.; Poulin, L.F.; Boneca,
L.G; et al. Activation of Nod2 Signaling upon Norovirus Infection Enhances Antiviral Immunity and Susceptibility to Colitis. Gut
Microbes 2023, 15, 2249960. [CrossRef] [PubMed]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.


https://doi.org/10.1016/j.jcmgh.2018.10.009
https://doi.org/10.2147/JIR.S137606
https://doi.org/10.24875/RIC.17002327
https://doi.org/10.1016/BS.AIVIR.2018.01.002
https://www.ncbi.nlm.nih.gov/pubmed/29551141
https://doi.org/10.1099/jgv.0.000401
https://www.ncbi.nlm.nih.gov/pubmed/26763980
https://doi.org/10.1016/j.ijbiomac.2020.12.127
https://www.ncbi.nlm.nih.gov/pubmed/33347926
https://doi.org/10.1080/19490976.2023.2249960
https://www.ncbi.nlm.nih.gov/pubmed/37655966

	Introduction 
	Materials and Methods 
	DENV-2 Strains, Culture, and Titration 
	THP-1 Cell Culture and Macrophage Differentiation 
	DENV-2 Infection in THP-1 Macrophage-like Cells 
	L18-MDP Treatment to Induce the Expression of NOD2 
	Poly I:C (PIC) Treatment to Induce MAVS Protein 
	Semi-Quantitative Reverse Transcription-Polymerase Chain Reaction (RT-PCR): mRNA Analysis 
	Western Blot (WB) 
	Confocal Microscopy 
	Co-Immunoprecipitation Assays (Co-IP) 
	Small Interfering RNA (siRNA) Assays 
	IFN- Quantification 
	Statistical Analysis 

	Results 
	Infection with DENV-2 Upregulates NOD2 Expression in THP-1 Macrophage-like Cells 
	Detection of MAVS Effector and Interaction with NOD2 in THP-1 Macrophage-like Cells 
	Downregulation of NOD2 Reduces the Production of IFN- in Macrophage-like Cells Infected by DENV-2 
	NOD2 Inhibition Increased Viral Loads in THP-1 Macrophage-like Cells 

	Discussion 
	Conclusions 
	References

