A Upinall 33
REACTOME Keratinization - || |GczINEEING
REACTOME Formation of the Cornified Envelope - | NN

HOLLERN Squamous Breast Tumor - _

GOMF Structural Constituent of Skine Epidermis = e

GOCC Plasma Membrane Region- [ p.value
6e-08
GOcCC Keratin Filament - |  NRRRREREEEE ‘
GOCC Gorifed Envelope - I 4e-08
GOBP skin Development - [ NENEGcN 26-08

GOBP Keratinocyte Differntiation - || G| | | EEGEG—N
GOBP Keratinization - [ KGTcNGNGGEE
GOBP Epidermis Development- [
GOBP Epidermal Cell Differentiation - | |Gz
BENPORATH ES with H3K27ME3 - [

0.00 0.05 0.10 0.15 0.20 0.25
Fraction Overlap

B Up in all 37

Reactome Interferon Alpha Beta Signaling - _
GOMF Cytokine Activity - | G
GOBP Response to Virus- [____]

GOBP Response to Cytokine - |

p.value
GOBP Immune Response - - 6.56e-20
GOBP Defense Response to Symbiont - [ [ R B 4.92e-20
GOBP Defense Response to Other Organism - [l 3.28e-20
GOBP Defense Response - [ 1.64e-20
2.97e-32

GOBP Cytokine Mediated Signaling Pathway - | N | |EENNEN
GOBP Cellular Response to Virus - [ NG
BLANCO MELO Respiratory Syncytial Virus Infection A549 Cells up - _
BLANCO MELO COVID19 SARS-CoV-2 Infection Calu3 cells up - | N GGcz_zNNB

0.00 005 010 015 0.20
Fraction Overlap

Figure S3. Pathway analysis of differentially expressed genes between all
33°C and 37°C samples. Differential expression analysis was run between
all 33 and 37°C samples, regardless of virus treatment, and the top 250
genes were used for pathway enrichment analysis.



