
 

Figure S1. Correlation plot of major S protein mutations found in sequenced samples. Positive correlations are marked in red and negative ones in blue. The intensity of the color is  
directly proportional to the strength of the correlation. The Spearman test was used to assess the correlation, and the level of statistical significance was p <0.05. Mutations characteristic  
for the B.1.1.7 lineage strongly correlate with each other, while remaining in a negative correlation with mutations occurring among the variant B.1.617.2 . Similarly, sequence changes  
occurring in the B.1.617.2 variant strongly correlate with each other. 




