Figure S1. Nucleotide (a) and amino acid (b) sequences of the seven Ornithodoros moubata
AQPs amplified by PCR. (c) Nucleotide sequence alighnments of the amplified O. moubata AQPs
with each corresponding transcript as obtained by RNA-seq.

a

>OmAQP90
ATGAAGGTGTACATTCGGAGTCTGCTTCTAAGAGAACTCATCAATGAGTTCATTGGAACGATGCTGCTCA
TTCTAATCGGTGACTCCATCATGGCCATTATCATCGCGGGTCGTCAGGAAGAGAATGGTCATGTGATCGG
TCCCCTCGGATGGGGTACAGCCATCTTCTGCGCAGTCTTCGTGGCGGGAGGAGTGTCAGCCCACATCAAC
CCTGCTGTGACGCTGGCCTTCGCTTCCGTCAAAGAGTTTCCTCTCAAGAAAGTGCCCTTATTTTGGCTCG
CCCAGTACTTGGGTGCCTTTGTGGGTGCCGTGCTCGTCTATGTCATCTATAGAGATGCCATCAACATGTT
TGACGGCGGGGTTCGTTCCGTGGTCGGACCCACTGGTACTGCTTCCATATTCTCGACGTATCCACGAGAG
GGCGTCTCTACGCTCACCTGCTTCTTCGACCAGGTCATTTCCACGGCCGTCCTCACGCTCACGGTTGCAG
CAATAGTGGACGAGCGAAACTTTGCCGTCCCCAAAGCCCTCGTTCCTCTCATGCTTGGCATGTTGATCGT
TGCCGAGATTTTTGCCTTCTCCTATAACTGCATGGCTGCTCTGAATCCGGCCCGAGACATTGGACCGCGG
GTGTTCACCGCTGTCGCTGGATGGGGTTCGGAGGTCTTCAGTTTTCGCAACTACCAGTGGGTGTGGGTGC
CCATCTTTGGTCCTCACATTGGGGCCATTGTCGGGGTATGGATATACAAGCTCTGCATAGGGGACCATTG
GCCAATAGAGACGACGCCTGCACTGAAACAAGTACTTTCATCATCGAATGACAAGAGCGGACCTGCTGCG
GAGCCCAAAGAGACAACCAACATCTAG

>0m20812
ATGAAGATACAGAGCACATTCGTCAGGGAACTCATCAACGAATTTCTCGGAACATTTACGCTCATAGTAT
TTGGAGATTCTGTCATGGCCATAATCACTGCAGGACGGCAGGAACACAATGCAGGAATCATCGGCCCTGT
AGGTTGGGGTACTGCTATCTTTTGCGCCGTCACTGTGTCTGGGGGAGTTTCAGCCCACTTAAACCCAGCA
GTAACGCTAGCGTTGGCGTCCGTGAAGAAGTTTCCGATCAAGAAAGTTCCGCTCTTCTTCGTGGCGCAGT
ACACGGGAGCATTCTTTGCCGCTGCGGTTGTTTTTGCAATCTACAGGGACGCCATTGATGCTGTGGACAG
CGGGGTGCGTTCAGTACTGGGTCCAACTGGTACTGCTCCCATATTCGCCACGTATCCCCGTGAGGGAATT
TCCACGCTCACTTGCTTCATTGATCAGGTTGTTGCAACAGGCTGCTTGGTACTGACTGCTGAAGCGATCA
CCGACCCGCGCAACTTCGGAGGACTGCCGAAGCCCTTTTACCCCCTGGCACTGGGCCTCATGATCAGCGC
CGAGATTTTTGCTTTTTCCTACAACTGCATGGCTCCTCTGAACCCGGCTCGAGATCTCGGTCCTAGGGTA
TTCACAGCAATTGCTGGTTGGGGCATGGAGGTTTTCAGTGTGCGCGACTATGTGTGGATGTTTGTGCCCA
TTTTCGCCCCTCATGTTGGAGGCGTGCTTGGTGCGTGGACTTACAAAGTCTGCGTAGAAGACAATTGGCC
AGAAGAGGAACCTACCGTCATTCTTCCCGTCAGCACGAGTAAGAATTCAGAGCTAGGCCCAACTTGGCTG
TGA

>0m22982
ATGAAGATACAGAGCACATTCGTCAGGGAACTCATCAACGAATTTCTCGGAACATTTACGCTCATAGTAT
TTGGAGATTCTGTCATGGCCATAATCATTGCAGGACGGCAGGAACACAATGCAGGAATCATCGGCCCTGT
AGGTTGGGGTACTGCTATCTTTTGCGCCGTCACTGTGTCTGGGGGAGTTTCAGCCCACTTAAACCCAGCA
GTAACGCTAGCGTTGGCGTCCGTGAAGAAGTTTCCGATCAAGAAAGTTCCGCTCTTCTTCGTGGCGCAGT
ACACGGGAGCATTCTTTGCCGCTGCGGTTGTTTTTGCAATATACAGGGACGCCATTGATGCTGTGGACAG
CGGGGTGCGTTCAGTACTGGGTCCAACTGGTACTGCTCCCATATTCGCCACGTATCCCCGTGAGGGAATT
TCCACGCTCACTTGCTTCATTGATCAGGTTGTTACAACAGGCTGCTTGGTACTGACTGCTGAAGCGATCA
CCGACCCGCGCAACTTCGGAGGACTGCCGAAGCCCTTTTACCCCCTGGCACTGGGCCTCATGATCAGCGC
CGAGATTTTTGCTTTTTCCTACAACTGCATGGCTCCTCTGAACCCGGCTCGAGATCTCGGTCCTAGGGTA
TTCACAGCAATTGCTGGTTGGGGCATGGAGGTTTTCAGTGTGCGCGACTATGTGTGGATGTTTGTGCCCA
TTTTCGCCCCTCATGTTGGAGGCGTGCTTGGTGCGTGGACTTACAAAGTCTGCGTAGAAGACAATTGGCC
AGAAGAGGAACCTACCGTCATTCTTCCCGTCAGCACGAGTAAGAATTCAGAGCTAGGTACGACTGCGTCC
GCGGAAATGAATATTTTATTCAGCTGCGATAGTTGTGTATAG



>OmAQP9o1
ATGGGCCGTGTTCGCCAATTCCGCTCAATATTTGGCATCGACGAGCTGTCGGCTACGAGCACGCTCTGGA
AATCAATGATCGCCGAATACATCGGCACGGCCATGCTAGTTTTCATAGCATGCGGAACATGCACCAACTG
GGGTCGAGGGGGAGAACCCAGCATCGCTCAGATTGCGCTCAGTTTCGCTTTCATCGTGGCAACCATGGCT
CAAGCCCTGGGTCATGTCAGCGGAGCGCACATCAACCCAGCGGTGACGATGGGAATGCTGTGCGTCGGCC
ATATCTCCATTCTCCGAGCCTTCTTCTATATCTGCAGTCAGCTCATTGGAGGTATCACTGGAGCAGCCGT
ACTGAGGGCCGTGACACCAGAAGAGCGCCAGGGACTCCTGGGAGGCACGGCACTTTCGGAGGGAGTGACA
CCGTTTCAAGGCGTCGTAGTCGAGCTCGTGATCACTTTCATTCTCGTCTTGACCGTCTTTGCCGTTTGCG
ACCAGAACAGGCTGGACGTCCTGGGATCTCCTCCGCTGGCCATCGGCCTCGCGGTTGGTGCCGGTCATCT
TATGGTGATTGGCTACACAGGAGCCAGCATGAACACAGCCCGTACATTCGGCCCAGCTGTAATCTCAGGA
GCCTTCGATGACCATTGGGTGTACTGGCTTGGCCCCATTGGTGGTGGTATTCTGGCTGGCTTTGTCTACC
AGTACGTCCTCTCTGCTCCACCAATATCCTTCGAAGCTCTGGATAAGGCCCAGCTGGCGTGTCTGGCAAG
GTTTCACAACAAGGAAGCCGTCGAGGACCGCACCACGGCCATCTGA

>OmAQP97
ATGGCAAACCCACCGTTCCCTTTCATGAAGAGATTTGTCATCAAGAGCCCAGTGTTGCGAGAGTTTCTGG
CGGAGTTCTTCGGCACTTTTATCCTTTATATTTTCGGCGGTGCATCGTTCGCTCACTACATTTTCAGCGG
TCAGAAAGATGTGTTGGCGGTGACCTTCTGCTGGGGCATGGGAGTCATGCTCGGCATTCAAACCGGCGCT
GGAGTTTCCGGGGGTCACGTGAATCCCGTCGTAACCACTCCGTTTGCGAGCGTGGGTAGACTTCCCTGGA
AGAAAGTACCCCACTATCTCTTAGGTCAACATCTGGGAGCCTTTCTGGCATCTGCTATCCTCTACTTCAA
TTATATCGATGCGCTGGACCATTATGATGGAGGTGAAAGACAGATATTTGGCGATAGAGGAACGGGAATA
CTTCTGACCACGTTCCCCAATGAACATGTCCACCTCTCCATTTGCATATTCGACACGATCATCTGCTCAG
GCTTGCTCATGTTCACCATCATGGTGATTATCGATAACAAGAACGCGAACACGACATCTGGAATGCACGC
TTTCCTTATCGGGATCATGGTGATGGCGTTGTGCTGGGCCTTCGGCACCAACTGCATGGCTGCCGTCAAC
CCTGCCAGGGATTTCCCACCACGTGTTCTTGCTTCCATTGTGGGATATGGACCCGAAGTGTTCACGTATC
GACACTTCTGGTGGATTCCGATGTTCATTCCCCATGTTGGGGGACTCATCGGCACATGGCTGTACGTGCT
AGCTATTGAGATGCACATAGTGCCAGAAAGGGTACGGGACGATAGGACTGAGCGGGAGATGACCAACTTA
TTACCGCTTCCACCGAGGACAGAAAAGACCGGTGTCTAA

>OmAQP23
ATGATTCTGGATAAAGTGAAGATTAAGAGCCTGGCTCTGCGGGAGACGTTCGCCGAACTTCTGGGCACTT
TCGTGCTTGTGCTGTTCGGTACCGGAGTCCTGGCAGCCCTGAAGTTCGACAGAGCTGGAAACATTGGCTA
CGCCGCCGGTTTCTGGGGTTGGGGTTTGGCTCTTGGAATGGGAGTGCTCGTCTCTGGTGGAGCGTCAGGT
GCCCACCTGAACCCGTCTATTACCGTTGCCTTGGCAACCATCGGAAAATGCCAGTGGAGAAAAGTGCCAC
ATTACCTGGTAGCCCAGTACTTAGGTGCCTTCCTTGGAGCTGCCGTGCTCTTCTTGACATACAAGGGTGC
GTTCGACAACTATGACGGTGGTTTTCGTGCGACTACCGGTGTGAACGGAACGGCGGATGTGTTCGCTTCA
TATCCCAGAGACTTCGTTGGCACTGGGAACTGCTTTTTGGACCAGGTCGTCGGGACTGGTCTCTTTGTGA
TGTGCATCGTGGCTATCACAGACAACCACAACATGGCAGTGCCTCAAGGTCTGCAACCTCTGTTGATCGG
CCTTTCTTTGGCAACGACTGCTCTCTGCTTCGGCTACAACTGTGGTGCTCCCCTCAACCCAGCCCGAGAT
TTGGGACCACGTATCTTCACTGCCATGGCTGGGTGGGGAACAGAGGTCTTCAGCTTCCGAGACTACAACT
GGTTCTGGGTGCCGGTAGTGGCGCCCCACATCGGAGCCATCGTTGGAGCATGGCTGTACAGACTCCTGGT
TGGCCTCCACTGGCCTCAAGACTCGTACGACATGGAACAGAGGAACAGGGCCAAGGATGGTGGGTATTCC
CTCGAATGA

>OmAQP15

ATGATTCTGGATAAAGTGAAGATTAAGAGCCTGGCTCTGCGGGAGACGTTCGCCGAACTTCTGGGCACTT
ACGTGCTTGTGCTGTTCGGTACCGGAGTCCTGGCAGCCCTGAAGTTCGACAGAGCTGGAAACATTGGCTA
CGCCGCCGGTTTCTGGGGTTGGGGTTTGGCTCTTGGAATGGGAGTGCTCGTCTCTGGTGGAGCGTCAGGT
GCCCACCTGAACCCGTCTATTACCGTTGCCTTGGCAACCATCGGAAAATGCCAGTGGAGAAAAGTGCCAC
ATTACCTGGTAGCCCAGTACTTAGGTGCCTTCCTTGGAGCTGCCGTGCTCTTCTTGACATACAAGGGTGC
GTTCGACAACTATGACGGTGGTTTTCGTGCGACTACCGGTGTGAACGGAACGGCGGATGTGTTCGCTTCA
TATCCCAGAGACTTCGTTGGCACTGGGAACTGCTTTTTGGACCAGGTCGTCGGGACTGGTCTCTTTGTGA
TGTGCATCGTGGCTATCACAGACAACCACAACATGGCAGTGCCTCAAGGTCTGCAACCTCTGTTGATCGG



CCTTTCTTTGGCAACGACTGCTCTCTGCTTCGGCTACAACTGTGGTGCTCCCCTCAACCCAGCCCGAGAT
TTGGGACCACGTATCTTCACTGCCATGGCTGGGTGGGGAACAGAGGTCTTCAGCTTCCGAGACTACAACT
GGTTCTGGGTGCCGGTAGTGGCGCCCCACATCGGAGCCATCGTTGGAACATGGCTGTACAGACTCCTGGT
TGGCCTCCACTGGCCTCAAGACTCGTACGACATGGAACAGAGGAACAGGGCCAAGGATGAATACATGCCA
ATCGGAGGTTACGATGCTGCGCCAAAGGAACAACAATCAGCCTCATCTCCGAACGAAAAACAGTCGAAGG
TCTAG

b

>OmAQP90
MKVYIRSLLLRELINEFIGTMLLILIGDSIMAIIIAGRQEENGHVIGPLGWGTAIFCAVFVAGGVSAHIN
PAVTLAFASVKEFPLKKVPLFWLAQYLGAFVGAVLVYVIYRDAINMFDGGVRSVVGPTGTASIFSTYPRE
GVSTLTCFFDQVISTAVLTLTVAATVDERNFAVPKALVPLMLGMLIVAETFAFSYNCMAALNPARDIGPR
VFTAVAGWGSEVFSFRNYQWVWVPIFGPHIGAIVGVWIYKLCIGDHWPIETTPALKQVLSSSNDKSGPAA
EPKETTNI

>0m20812 (MBZ3958194)

MKIQSTFVRELINEFLGTFTLIVFGDSVMAIITAGRQEHNAGIIGPVGWGTAIFCAVIVSGGVSAHLNPA
VTLALASVKKFPIKKVPLFFVAQYTGAFFAAAVVFATYRDAIDAVDSGVRSVLGPTGTAPIFATYPREGI
STLTCFIDQVVATGCLVLTAEATITDPRNFGGLPKPFYPLALGLMISAEIFAFSYNCMAPLNPARDLGPRV
FTATAGWGMEVFSVRDYVWMFVPIFAPHVGGVLGAWTYKVCVEDNWPEEEPTVILPVSTSKNSELGPTWL

>0m22982 (MBZ3960076)
MKIQSTFVRELINEFLGTFTLIVFGDSVMAIITAGRQEHNAGIIGPVGWGTAIFCAVIVSGGVSAHLNPA
VTLALASVKKFPIKKVPLFFVAQYTGAFFAAAVVFAIYRDAIDAVDSGVRSVLGPTGTAPIFATYPREGI
STLTCFIDQVVTTGCLVLTAEAITDPRNFGGLPKPFYPLALGLMISAEIFAFSYNCMAPLNPARDLGPRV
FTATAGWGMEVFSVRDYVWMFVPIFAPHVGGVLGAWTYKVCVEDNWPEEEPTVILPVSTSKNSELGTTAS
AEMNILFSCDSCV

>OmAQP91 (AOA1Z5L1C7)
MGRVRQFRSIFGIDELSATSTLWKSMIAEYIGTAMLVFIACGTCTNWGRGGEPSTIAQIALSFAFIVATMA
QALGHVSGAHINPAVTMGMLCVGHISILRAFFYICSQLIGGITGAAVLRAVTPEERQGLLGGTALSEGVT
PFOGVVVELVITFILVLTVFAVCDONRLDVLGSPPLAIGLAVGAGHLMVIGYTGASMNTARTFGPAVISG
AFDDHWVYWLGPIGGGILAGFVYQYVLSAPPISFEALDKAQLACLARFHNKEAVEDRTTAT

>OmAQP97 (A0OA1Z5L6U6)
MANPPFPFMKRFVIKSPVLREFLAEFFGTFILYIFGGASFAHYIFSGQKDVLAVTFCWGMGVMLGIQTGA
GVSGGHVNPVVTTPFASVGRLPWKKVPHYLLGQHLGAFLASAILYFNYIDALDHYDGGERQIFGDRGTGI
LLTTFPNEHVHLSICIFDTIICSGLLMFTIMVIIDNKNANTTSGMHAFLIGIMVMALCWAFGTNCMAAVN
PARDFPPRVLASIVGYGPEVFTYRHFWWIPMFIPHVGGLIGTWLYVLAIEMHIVPERVRDDRTEREMTNL
LPLPPRTEKTGV

>OmAQP23 (A0A1Z5L547)
MILDKVKIKSLALRETFAELLGTFVLVLFGTGVLAALKFDRAGNIGYAAGFWGWGLALGMGVLVSGGASG
AHLNPSITVALATIGKCQWRKVPHYLVAQYLGAFLGAAVLFLTYKGAFDNYDGGFRATTGVNGTADVFAS
YPRDFVGTGNCFLDQVVGTGLFVMCIVAITDNHNMAVPQGLOQPLLIGLSLATTALCFGYNCGAPLNPARD
LGPRIFTAMAGWGTEVFSFRDYNWFWVPVVAPHIGAIVGAWLYRLLVGLHWPQDSYDMEQRNRAKDGGYS
LE

>OmAQP15 (AOA1Z5KVQ3)

MILDKVKIKSLALRETFAELLGTYVLVLFGTGVLAALKFDRAGNIGYAAGFWGWGLALGMGVLVSGGASG
AHLNPSITVALATIGKCQWRKVPHYLVAQYLGAFLGAAVLFLTYKGAFDNYDGGFRATTGVNGTADVFAS
YPRDFVGTGNCFLDQVVGTGLFVMCIVAITDNHNMAVPQGLOQPLLIGLSLATTALCFGYNCGAPLNPARD



LGPRIFTAMAGWGTEVFSFRDYNWFWVPVVAPHIGAIVGTWLYRLLVGLHWPQDSYDMEQRNRAKDEYMP
IGGYDAAPKEQQSASSPNEKQSKV

1 10 20 30 40 50 60 70 80 90 100 110 120 130

1
|
OnAQPI0 ATGARGGTGTACATTCGGAGTCTGCTTCTARGAGARCTCATCARTGAGTTCATTGGARCGATGCTGCTCATTCTARTCGGTGACTCCATCATGGCCATTATCATCGCGGGTCGTCAGGARGAGARTGGTC
€i1000144090 ATGARGGTGTACATTCGGAGTCTGCTTCTARGAGARCTCATCARTGAGTTCATTGGARCGATGCTGCTCATTCTARTCGGTGACTCCATCATGGCCATTATCATCGCGGGTCGTCAGGARGAGARTGGTC
Consensus ATGARGGTGTACATTCGGAGTCTGCTTCTARGAGAACTCATCARTGAGTTCATTGGAACGATGCTGCTCATTCTARTCGGTGACTCCATCATGGCCATTATCATCGCGGGTCGTCAGGARGAGAATGGTC

131 140 150 160 170 180 190 200 210 220 230 240 250 260
[} |
OnAQPI0 ATGTGATCGGTCCCCTCGGATGGGGTACAGCCATCTTCTGCGCAGTCTTCGTGGCGGGAGGAGTGTCAGCCCACATCARCCCTGCTGTGACGCTGGCCTTCGCTTCCGTCARAGAGTTTCCTCTCARGAR

€i1000144090 ATGTGATCGGTCCCCTCGGATGGGGTACAGCCATCTTCTGCGCAGTCTTCGTGGCGGGAGGAGTGTCAGCCCACATCARCCCTGCTGTGACGCTGGCCTTCGCTTCCGTCARAGAGTTTCCTCTCARGAR
Consensus ATGTGATCGGTCCCCTCGGATGGGGTACAGCCATCTTCTGCGCAGTCTTCGTGGCGGGAGGAGTGTCAGCCCACATCARCCCTGCTGTGACGCTGGCCTTCGCTTCCGTCARAGAGTTTCCTCTCARGAR

261 270 280 290 300 310 320 330 340 350 360 370 380 390

1
I
OnAQPI0 AGTGCCCTTATTTTGGCTCGCCCAGTACTTGGGTGCCTTTGTGGGTGCCGTGCTCGTCTATGTCATCTATAGAGATGCCATCARCATGTTTGACGGCGGGGTTCGTTCCGTGGTCGGACCCACTGGTACT
€i1000144090 AGTGCCCTTATTTTGGCTCGCCCAGTACTTGGGTGCCTTTGTGGGTGCCGTGCTCGTCTATGTCATCTATAGAGATGCCATCARCATGTTTGACGGCGGGGTTCGTTCCGTGGTCGGACCCACTGGTACT
Consensus AGTGCCCTTATTTTGGCTCGCCCAGTACTTGGGTGCCTTTGTGGGTGCCGTGCTCGTCTATGTCATCTATAGAGATGCCATCARCATGTTTGACGGCGGGGTTCGTTCCGTGGTCGGACCCACTGGTACT

391 400 410 420 430 440 450 460 470 480 430 500 510 520

1
[} 1

0nAQPI0 GCTTCCATATTCTCGACGTATCCACGAGAGGGCGTCTCTACGCTCACCTGCTTCTTCGACCAGGTCATTTCCACGGCCGTCCTCACGCTCACGGTTGCAGCARTAGTGGACGAGCGARACTTTGCCGTCC
€i1000144090 GCTTCCATATTCTCGACGTATCCACGAGAGGGCGTCTCTACGCTCACCTGCTTCTTCGACCAGGTCATTTCCACGGCCGTCCTCACGCTCACGGTTGCAGCARTAGTGGACGAGCGARACTTTGCCGTCC
Consensus GCTTCCATATTCTCGACGTATCCACGAGAGGGCGTCTCTACGCTCACCTGCTTCTTCGACCAGGTCATTTCCACGGCCGTCCTCACGCTCACGGTTGCAGCARTAGTGGACGAGCGARACTTTGCCGTCC

521 530 540 550 560 570 580 590 600 610 620 630 640 650

| I

OnAQPI0 CCARRGCCCTCGTTCCTCTCATGCTTGGCATGTTGATCGTTGCCGAGATTTTTGCCTTCTCCTATARCTGCATGGCTGCTCTGARTCCGGCCCGAGACATTGGACCGCGGGTGTTCACCGCTGTCGCTGG
€i1000144090 CCARAGCCCTCGTTCCTCTCATGCTTGGCATGTTGATCGTTGCCGAGATTTTTGCCTTCTCCTATARCTGCATGGCTGCTCTGARTCCGGCCCGAGACATTGGACCGCGGGTGTTCACCGCTGTCGCTGG
Consensus CCARAGCCCTCGTTCCTCTCATGCTTGGCATGTTGATCGTTGCCGAGATTTTTGCCTTCTCCTATARCTGCATGGCTGCTCTGARTCCGGCCCGAGACATTGGACCGCGGGTGTTCACCGCTGTCGCTGG

651 660 670 680 690 700 710 720 730 740 750 760 770 780

1
|
OnAQPI0 ATGGGGTTCGGAGGTCTTCAGTTTTCGCARCTACCAGTGGGTGTGGGTGCCCATCTTTGGTCCTCACATTGGGGCCATTGTCGGGGTATGGATATACARGCTCTGCATAGGGGACCATTGGCCARTAGAG
€il1000144090 ATGGGGTTCGGAGGTCTTCAGTTTTCGCARCTACCAGTGGGTGTGGGTGCCCATCTTTGGTCCTCACATTGGGGCCATTGTCGGGGTATGGATATACARGCTCTGCATAGGGGACCATTGGCCARTAGAG
Consensus ATGGGGTTCGGAGGTCTTCAGTTTTCGCARCTACCAGTGGGTGTGGGTGCCCATCTTTGGTCCTCACATTGGGGCCATTGTCGGGGTATGGATATACARGCTCTGCATAGGGGACCATTGGCCAATAGAG

?81 790 800 810 820 830 840 850 860 BS?
0nAQPS0 I’?EﬁﬂEGECTGCRCTGﬂRﬁl:ﬂHGTRCTTTCHTCRTEGHRTGREﬂHGRGCEGHCCTGI:TﬁCGGRECECRRREHERERRECHRERTETH&

€i1000144090 ACGACGCCTGCACTGARACARGTACTTTCATCATCGARTGACARGAGCGGACCTGCTGCGGAGCCCARAGAGACARCCARCATCTAG
Consensus ACGACGCCTGCACTGARACAAGTACTTTCATCATCGARTGACARGAGCGGACCTGCTGCGGAGCCCARAGAGACARCCAACATCTAG

1 10 20 30 40 50 60 70 80 90 100 110 120 130

0n20812 ATGARGATACAGAGCACATTCGTCAGGGARCTCATCAACGARTTTCTCGGARCATTTACGCTCATAGTATTTGGAGATTCTGTCATGGCCATARTCACTGCAGGACGGCAGGARCACARTGCAGGARTCA
0M_20812 ATGARGATACAGAGCACATTCGTCAGGGARCTCATCARCGARTTTCTCGGARCATTTACGCTCATAGTATTTGGAGATTCTGTCATGGCCATARTCATTGCAGGACGGCAGGARCACARTGCAGGAATCA
Consensus ATGARGATACAGAGCACATTCGTCAGGGARCTCATCARCGARTTTCTCGGARCATTTACGCTCATAGTATTTGGAGATTCTGTCATGGCCATARTCACTGCAGGACGGCAGGARCACARTGCAGGARTCA

1..31 140 150 160 170 180 190 200 210 220 230 240 250 281.)

0n20812 "ll:GGECI:TGTREGTTGGGETHCTGCTHTCTTTTGI:GCCGTCHCTGTETCTGGGEGHGTTTEﬂECCCﬂI:TTﬁﬂRCECHGCRGTﬂHCGCTRGCGTTﬁECETCCGTGﬂRﬁRRETTTCCGRTCRHGRHRETTCI':
0H_20812 TCGGCCCTGTAGGTTGGGGTACTGCTATCTTTTGCGCCGTCACTGTGTCTGGGGGAGTTTCAGCCCACT TARRCCCAGCAGTARCGCTAGCGTTGGCGTCCGTGARGARGTTTCCGATCARGARAGTTCC
Consensus TCGGCCCTGTAGGTTGGGGTACTGCTATCTTTTGCGCCGTCACTGTGTCTGGGGGAGTTTCAGCCCACTTARACCCAGCAGTARCGCTAGCGTTGGCGTCCGT TTTCCGATC TTCC

261 270 280 290 300 310 320 330 340 350 360 370 380 390

1 1

0n20812 GCTCTTCTTCGTGGCGCAGTACACGGGAGCATTCTTTGCCGCTGCGGTTGTTTTTGCARTCTACAGGGACGCCATTGATGCTGTGGACAGCGGGGTGCGTTCAGTACTGGGTCCARCTGGTACTGCTCCC
0H_20812 GCTCTTCTTCGTGGCGCAGTACACGGGAGCATTCTTTGCCGCTGCGGTTGTTTTTGCARTATACAGGGACGCCATTGATGCTGTGGACAGCGGGGTGCGTTCAGTACTGGGTCCARCTGGTACTGCTCCC
Consensus GCTCTTCTTCGTGGCGCAGTACACGGGAGCATTCTTTGCCGCTGCGGTTGTTTTTGCARTaTACAGGGACGCCATTGATGCTGTGGACAGCGGGGTGCGTTCAGTACTGGGTCCARCTGGTACTGCTCCC

391 400 410 420 430 440 450 460 470 480 430 500 510 520

0n20812 ATATTCGCCACGTATCCCCGTGAGGGARTTTCCACGCTCACTTGCTTCATTGATCAGGTTGTTGCAACAGGCTGCTTGGTACTGACTGCTGARGCGATCACCGACCCGCGCARCTTCGGAGGACTGCCGA
0M_20812 ATATTCGCCACGTATCCCCGTGAGGGARTTTCCACGCTCACTTGCTTCATTGATCAGGTTGTTGCARCAGGCTGCTTGGTACTGACTGCTGARGCGATCACCGACCCGCGCARCTTCGGAGGACTGCCGA
Consensus ATATTCGCCACGTATCCCCGTGAGGGAATTTCCACGCTCACTTGCTTCATTGATCAGGTTGTTGCARCAGGCTGCTTGGTACTGACTGCTGARGCGATCACCGACCCGCGCARCTTCGGAGGACTGCCGA

521 530 540 550 560 570 580 590 600 610 620 630 640 650

1 1

0n20812 AGCCCTTTTACCCCCTGGCACTGGGCCTCATGATCAGCGCCGAGATTTTTGCTTTTTCCTACARCTGCATGGCTCCTCTGARCCCGGCTCGAGATCTCGGTCCTAGGGTATTCACAGCARTTGCTGGTTG
0H_20812 AGCCCTTTTACCCCCTGGCACTGGGCCTCATGATCACCGCCGAGATCTTTGCTTTTTCCTACARCTGCATGGCTCCTCTGARCCCGGCTCGAGATCTCGGTCCTAGGGTATTCACAGCARTTGCTGGTTG
Consensus AGCCCTTTTACCCCCTGGCACTGGGCCTCATGATCACCGCCGAGATCTTTGCTTTTTCCTACARCTGCATGGCTCCTCTGARCCCGGCTCGAGATCTCGGTCCTAGGGTATTCACAGCARTTGCTGGTTG

651 660 670 680 690 700 710 720 730 740 750 760 770 780

1 1

0n20812 GGGCATGGAGGTTTTCAGTGTGCGCGACTATGTGTGGATGTTTGTGCCCATTTTCGCCCCTCATGTTGGAGGCGTGCTTGGTGCGTGGACTTACARAGTCTGCGTAGARGACARTTGGCCAGARGAGGAR
0H_20812 GGGCATGGAGGTTTTCAGTGTGCGCGACTATGTGTGGATGTTTGTGCCCATTTTCGCCCCTCATGTTGGAGGCGTGCTTGGTGCGTGGACTTACARAGTCTGCGTAGARGACARTTGGCCAGARGAGGAR
Consensus GGGCATGGAGGTTTTCAGTGTGCGCGACTATGTGTGGATGTTTGTGCCCATTTTCGCCCCTCATGTTGGAGGCGTGCTTGGTGCGTGGACTTACARAGTCTGCGTAGARGACARTTGGCCAGARGAGGAR

781 790 800 810 820 830 840843
|

1
0n20812 CCTACCGTCATTCTTCCCGTCAGCACGAGTARGARTTCAGAGCTAGGCCCARCTTGGCTGTGA
0H_20812 CCTACCGTCATTCTTCCCGTCAGCACGAGTARGARTTCAGAGCTAGGCCCARCTTGGCTGTGA
Consensus CCTACCGTCATTCTTCCCGTCAGCACGAGTAAGARTTCAGAGCTAGGCCCARCTTGGCTGTGA
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RTGﬂRGRTRCﬂEﬂECﬂCﬂTTCGTCREGERﬁCTEﬂTCﬂRCEHHTTTI:TCEGRRCRTTTRCGETCRTRGTﬂTTTGGRGHTTCTETERTGGECﬂTﬂRTEﬂTTGCﬁEGHCGGCRGGRRCREHRTGCREGHRTCR
ATGARGATACAGAGCACATTCGTCAGGGARCTCATCARCGARTTTCTCGGARCATTTACGCTCATAGTATTTGGAGATTCTGTCATGGCCATARTCATTGCAGGACGGCAGGARCACARTGCAGGARTCA
ATGARGATACAGAGCACATTCGTCAGGGARCTCATCARCGARTTTCTCGGARCATTTACGCTCATAGTATTTGGAGATTCTGTCATGGCCATARTCATTGCAGGACGGCAGGARCACARTGCAGGARTCA

131 140 150 160 170 180 190 200 210 220 230 240 250 260
1 1
Tl:GGECIITGTRGGTTGGGGTHCTGCTHTCTTTTGIIGCCGTCHCTGTGTCTGGGGGHGTTTI:ﬂECCCHI:TTﬂﬂHCECHGCHGTﬂHCGCTﬁGCGTTEGCGTCCGTGﬂﬂﬁHRGTTTCEGRTCﬂﬂGﬂﬁHETTEC
TCGGCCCTGTAGGTTGGGGTACTGCTATCTTTTGCGCCGTCACTGTGTCTGGGGGAGTTTCAGCCCACTTARACCCAGCAGTARCGCTAGCGTTGGCGTCCGT

Tl:GGECETﬁTHGGTTGGGGTHCTﬁl:TﬂTCTTTTGEGECGTCHCTGTGTCTGGGEGHGTTTEﬂﬁCCCRETTRﬂRIICHGERGTﬂHCGETRGCGTTGECGTIIGTEﬂRﬁRﬁﬁTTTCCcﬂTERﬂGﬁHRETTEC

261 270 280 290 300 310 320 330 340 350 360 370 380 390
1 1
GCTCTTCTTCGTGGCGCAGTACACGGGAGCATTCTTTGCCGCTGCGGTTGTTTTTGCARTATACAGGGACGCCATTGATGCTGTGGACAGCGGGGTGCGTTCAGTACTGGGTCCAACTGGTACTGCTCCC
GCTCTTCTTCGTGGCGCAGTACACGGGAGCATTCTTTGCCGCTGCGGTTGTTTTTGCARTATACAGGGACGCCATTGATGCTGTGGACAGCGGGGTGCGTTCAGTACTGGGTCCARCTGGTACTGCTCCC
GCTCTTCTTCGTGGCGCAGTACACGGGAGCATTCTTTGCCGCTGCGGTTGTTTTTGCARTATACAGGGACGCCATTGATGCTGTGGACAGCGGGGTGCGTTCAGTACTGGGTCCARCTGGTACTGCTCCC

391 400 410 420 430 440 450 460 470 480 430 500 510 520

f’ITRTTCECCRCGTRTCCCI:GTGﬁGGGHRTTTl:l:ﬂl:GCTCRCTTGCTTCRTTGRTCHGGTTGTTHCRREﬂEGCTEI:TTGGTRETGRCTEETGRRGCGHTCRECGHECCGCGCHRCTTEGGRGGRETGCCGR
ATATTCGCCACGTATCCCCGTGAGGGARTTTCCACGCTCACTTGCTTCATTGATCAGGTTGTTGCARCAGGCTGCTTGGTACTGACTGCTGARGCGATCACCGACCCGCGCARCTTCGGAGGACTGCCGA
ATATTCGCCACGTATCCCCGTGAGGGARTTTCCACGCTCACTTGCTTCATTGATCAGGTTGTTaCARCAGGCTGCTTGGTACTGACTGCTGARGCGATCACCGACCCGCGCARCTTCGGAGGACTGCCGA

521 530 540 550 560 570 580 590 600 610 620 630 640 650
1 1
AGCCCTTTTACCCCCTGGCACTGGGCCTCATGATCAGCGCCGAGATTTTTGCTTTTTCCTACARCTGCATGGCTCCTCTGARCCCGGCTCGAGATCTCGGTCCTAGGGTATTCACAGCARTTGCTGGTTG
AGCCCTTTTACCCCCTGGCACTGGGCCTCATGATCACCGCCGAGATCTTTGCTTTTTCCTACARCTGCATGGCTCCTCTGARCCCGGCTCGAGATCTCGGTCCTAGGGTATTCACAGCARTTGCTGGTTG
AGCCCTTTTACCCCCTGGCACTGGGCCTCATGATCACCGCCGAGATCTTTGCTTTTTCCTACARCTGCATGGCTCCTCTGARCCCGGCTCGAGATCTCGGTCCTAGGGTATTCACAGCARTTGCTGGTTG

651 660 670 680 690 700 710 720 730 740 750 760 770 780
1 1

éﬁGCRTEGﬂGGTTTTCRGTGTGCGCBHETHTGTGTGGRTGTTTGTGECERTITTCECCCCTEHTGTTﬁﬁHﬁﬁCGTﬁI:TTGGTGCGTGGRCTTﬂCRHﬂETCTGEGTﬁﬁRRERERHTTEGCCHGRHGHGEM'I
GGGCATGGAGGTTTTCAGTGTGCGCGACTATGTGTGGATGTTTGTGCCCATTTTCGCCCCTCATGTTGGAGGCGTGCTTGGTGCGTGGACTTACARAGTCTGCGTAGARGACART TGGCCAGARGAGGAR
GGGCATGGAGGTTTTCAGTGTGCGCGACTATGTGTGGATGTTTGTGCCCATTTTCGCCCCTCATGTTGGAGGCGTGCTTGGTGCGTGGACTTACARAGTCTGCGTAGAAGACARTTGGCCAGAAGAGGAR

781 790 800 810 820 830 840 850 860 870 88082

CCTACCGTCATTCTTCCCGTCAGCACGAGTARGAATTCAGAGCTAGGTACGACTGCGTCCGCGGARATGARTATTTTATTCAGCTGCGATAGTTGTGTATAG
CCTACCGTCATTCTTCCCGTCAGCACGAGTARGARTTCAGAGCTAGGTACGACTGCGTCCGCGGARATGARTATTTTATTCAGCTGCGATAGTTGTGTATAG
CCTACCGTCATTCTTCCCGTCAGCACGAGTARGAATTCAGAGCTAGGTACGACTGCGTCCGCGGARATGARTATTTTATTCAGCTGCGATAGTTGTGTATAG

1 10 20 30 40 50 60 70 80 90 100 110 120 130
1 1

F"lTGGGCEETGTTCECCRﬂTTCCﬁCTEHHTHTTTGECHTCEﬂEﬁﬂGCTGTCﬁGCTREﬁﬂGCRCECTCTEGHﬁﬂTCHRTﬁﬂTCECCﬁﬁRTRCRTCGGEREGEEl:RTGCTRGTTTTCRTRGCRTGCEGHRCR%
ATGGGCCGTGTTCGCCARTTCCGCTCARTATTTGGCATCGACGAGCTGTCGGCTACGAGCATGCTCTGGARATCARTGATCGCCGARTACATCGGCACGGCCATGCTAGTTTTCATAGCATGCGGARCAT
ATGGGCCGTGTTCGCCARTTCCGCTCARTATTTGGCATCGACGAGCTGTCGGCTACGAGCACGCTCTGGARATCARTGATCGCCGARTACATCGGCACGGCCATGCTAGTTTTCATAGCATGCGGARCAT

131 140 150 160 170 180 190 200 210 220 230 240 250 260

[’iCRCEﬂHCTGEGGTCGREGGEGﬂGﬂRCECﬂGIZRTCGCTCRGRTTGCGCTCRGTTTCGCTTTCRTI:GTGGCHRI:IZRTGGCTIZRHECCCTGGGTCRTGTCHﬁI:EGﬂECGEREHTCRRCECHGCGETGRCGRT
GCACCAACTGGGGTCGAGGGGGAGARCCCAGCATCGCTCAGATTGCGCTCAGTTTCGCTTTCATCGTGGCARCCATGGCTCARGCCCTGGGTCATGTCAGCGGAGCGCACATCARCCCAGCGGTGACGAT
GCACCARCTGGGGTCGAGGGGGAGARCCCAGCATCGCTCAGATTGCGCTCAGTTTCGCTTTCATCGTGGCARCCATGGCTCAAGCCCTGGGTCATGTCAGCGGAGCGCACATCARCCCAGCGGTGACGAT

261 270 280 290 300 310 320 330 340 350 360 370 380 390
1 1
GGGARTGCTGTGCGTCGGCCATATCTCCATTCTCCGAGCCTTCTTCTATATCTGCAGTCAGCTCATTGGAGGTATCACTGGAGCAGCCGTACTGAGGGCCGTGACACCAGARGAGCGCCAGGGACTCCTG
GGGARTGCTGTGCGTCGGCCATATCTCCATTCTCCGAGCCTTCTTCTATATCTGCAGTCAGCTCATTGGAGGTATCACTGGAGCAGCCGTACTGAGGGCCGTGACACCAGARGAGCGCCAGGGACTCCTG
GGGARTGCTGTGCGTCGGCCATATCTCCATTCTCCGAGCCTTCTTCTATATCTGCAGTCAGCTCATTGGAGGTATCACTGGAGCAGCCGTACTGAGGGCCGTGACACCAGARGAGCGCCAGGGACTCCTG

391 400 410 420 430 440 450 460 470 480 430 500 510 520
1 1
GGAGGCACGGCACTTTCGGAGGGAGTGACACCGTTTCARGGCGTCGTAGTCGAGCTCGTGATCACTTTCATTCTCGTCTTGACCGTCTTTGCCGTTTGCGACCAGAACAGGCTGGACGTCCTGGGATCTC

GGAGGCACGGCACTTTCGGAGGGAGTGACACCGTTTCARGGCGTCGTAGTCGAGCTCGTGATCACTTTCATTCTCGTCTTGACCGTCTTTGCCGTTTGCGACCAGARCAGGCTGGACGTCCTGGGATCTC
GGAGGCACGGCACTTTCGGAGGGAGTGACACCGTTTCARGGCGTCGTAGTCGAGCTCGTGATCACTTTCATTCTCGTCTTGACCGTCTTTGCCGTTTGCGACCAGARCAGGCTGGACGTCCTGGGATCTC

521 530 540 550 560 570 580 590 600 610 620 630 640 650
1 1
CTCCGCTGGCCATCGGCCTCGCGGTTGGTGCCGGTCATCTTATGGTGATTGGCTACACAGGAGCCAGCATGARCACAGCCCGTACATTCGGCCCAGCTGTARTCTCAGGAGCCTTCGATGACCATTGGGT
CTCCGCTGGCCATCGGCCTCGCGGTTGGTGCCGGTCATCTTATGGCGATTGGCTACACAGGAGCCAGCATGARCACAGCCCGTACATTCGGCCCAGCTGTARTCTCAGGAGCCTTCGATGACCATTGGGT
CTCCGCTGGCCATCGGCCTCGCGGTTGGTGCCGGTCATCTTATGGCGATTGGCTACACAGGAGCCAGCATGARCACAGCCCGTACATTCGGCCCAGCTGTARTCTCAGGAGCCTTCGATGACCATTGGGT

651 660 670 680 690 700 710 720 730 740 750 760 770 780
1 1
GTACTGGCTTGGCCCCATTGGTGGTGGTATTCTGGCTGGCTTTGTCTACCAGTACGTCCTCTCTGCTCCACCARTATCCTTCGARGCTCTGGATARGGCCCAGCTGGCGTGTCTGGCARGGTTTCACAARC
GTACTGGCTTGGCCCCATTGGTGGTGGTATTCTGGCTGGCTTTGTCTACCAGTACGTCCTCTCTGCTCCACCARTATCCTTCGARGCTCTGGATARGGCCCAGCTGGCGTGTCTGGCARGGTTTCACARC
GTACTGGCTTGGCCCCATTGGTGGTGGTATTCTGGCTGGCTTTGTCTACCAGTACGTCCTCTCTGCTCCACCARTATCCTTCGARGCTCTGGATARGGCCCAGCTGGCGTGTCTGGCARGGTTTCACARC

781 790 800 810 816
I’!ﬁﬁﬁRHECCGTEGHGGRCEGERCEREGECCR‘IETGI’!

AAGGARGCCGTCGAGGACCGCACCACGGCCATCTGA
AAGGAAGCCGTCGAGGACCGCACCACGGCCATCTGA
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1 10 20 30 40 50 60 70 80 90 100 110 120 131.)

1
ATGGCARRCCCACCGTTCCCTTTCATGARGAGATTTGTCATCARGAGCCCAGTGTTGCGAGAGTTTCTGGCGGAGTTCTTCGGCACTTTTATCCTTTATATTTTCGGCGGTGCATCGTTCGCTCACTACA
ATGGCARACCCACCGTTCCCTTTCATGARGAGATTTGTCATCARGAGCCCAGTGTTGCGAGAGTTTCTGGCGGAGTTCTTCGGCACTTTTATCCTTTATATTTTCGGCGGTGCATCGTTCGCTCACTACA
ATGGCARACCCACCGTTCCCTTTCATGARGAGATTTGTCATCARGAGCCCAGTGTTGCGAGAGTTTCTGGCGGAGTTCTTCGGCACTTTTATCCTTTATATTTTCGGCGGTGCATCGTTCGCTCACTACA

131 140 150 160 170 180 190 200 210 220 230 240 250 260
1 1
TTTTCAGCGGTCAGARAGATGTGTTGGCGGTGACCTTCTGCTGGGGCATGGGAGTCATGCTCGGCATTCARACCGGCGCTGGAGTTTCCGGGGGTCACGTGARTCCCGTCGTARCCACTCCGTTTGCGAG
TTTTCAGCGGTCAGARAGATGTGTTGGCGGTGACCTTCTGCTGGGGCATGGGAGTCATGCTCGGCATTCARACCGGCGCTGGAGTTTCCGGGGGTCACGTGARTCCCGTCGTARCCACTTCGTTTGCGAG
TTTTCAGCGGTCAGARAGATGTGTTGGCGGTGACCTTCTGCTGGGGCATGGGAGTCATGCTCGGCATTCARACCGGCGCTGGAGT TTCCGGGGGTCACGTGARTCCCGTCGTARCCACTCCGTTTGCGAG

261 270 280 290 300 310 320 330 340 350 360 370 380 390
1 1
CGTGGGTAGACTTCCCTGGARGARAGTACCCCACTATCTCTTAGGTCARCATCTGGGAGCCTTTCTGGCATCTGCTATCCTCTACTTCARTTATATCGATGCGCTGGACCATTATGATGGAGGTGARAGA
CGTGGGTAGACTTCCCTGGARGARRGTACCCCACTATCTCTTAGGTCARCATCTGGGAGCCTTTCTGGCATCTGCTATCCTCTACTTCARTTATATCGATGCGCTGGACCATTATGATGGAGGTGARAGA
CGTGGGTAGACTTCCCTGGARGARAGTACCCCACTATCTCTTAGGTCARCATCTGGGAGCCTTTCTGGCATCTGCTATCCTCTACTTCARTTATATCGATGCGCTGGACCATTATGATGGAGGTGARAGA

391 400 410 420 430 440 450 460 470 480 430 500 510 520
1 1
CAGATATTTGGCGATAGAGGARCGGGARTACTTCTGACCACGTTCCCCARTGARCATGTCCACCTCTCCATTTGCATATTCGACACGATCATCTGCTCAGGCTTGCTCATGTTCACCATCATGGTGATTA
CAGATATTTGGCGATAGAGGARCGGGARTACTTCTGACCACGTTCCCCAATGARCATGTCCACCTCTCCATTTGCATATTCGACACGATCATCTGCTCAGGCTTGCTCATGTTCACCATCATGGTGATTA
CAGATATTTGGCGATAGAGGARCGGGARTACTTCTGACCACGTTCCCCAATGARCATGTCCACCTCTCCATTTGCATATTCGACACGATCATCTGCTCAGGCTTGCTCATGTTCACCATCATGGTGATTA

521 530 540 550 560 570 580 590 600 610 620 630 640 650
1 1
TCGATAACARGAACGCGARCACGACATCTGGARTGCACGCTTTCCTTATCGGGATCATGGTGATGGCGTTGTGCTGGGCCTTCGGCACCARCTGCATGGCTGCCGTCARCCCTGCCAGGGATTTCCCACC
TCGATARCARGAACGCGARCACGACATCTGGARTGCACGCTTTCCTTTTCGGGATCATGGTGATGGCGTTGTGCTGGGCCTTCGGCACCARCTGCATGGCTGCCGTCARCCCTGCCAGGGATTTCCCACC
TCGATARCARGAACGCGARCACGACATCTGGARTGCACGCTTTCCTTAaTCGGGATCATGGTGATGGCGTTGTGCTGGGCCTTCGGCACCARCTGCATGGCTGCCGTCARCCCTGCCAGGGATTTCCCACC

651 660 670 680 690 700 710 720 730 740 750 760 770 780

1 1
ACGTGTTCTTGCTTCCATTGTGGGATATGGACCCGARGTGTTCACGTATCGACACTTCTGGTGGATTCCGATGTTCATTCCCCATGTTGGGGGACTCATCGGCACATGGCTGTACGTGCTAGCTATTGAG
ACGTGTTCTTGCTTCCATTGTGGGATATGGACCCGARGTGTTCACGTATCGACACTTCTGGTGGATTCCGATGTTCATTCCCCATGTTGGGGGACTCATCGGCACATGGCTGTACGTGCTAGCTATTGAG
ACGTGTTCTTGCTTCCATTGTGGGATATGGACCCGARGTGTTCACGTATCGACACTTCTGGTGGATTCCGATGTTCATTCCCCATGTTGGGGGACTCATCGGCACATGGCTGTACGTGCTAGCTATTGAG

781 790 800 810 820 830 840 850 860 870 879

HTGCRCRTRGTGCEHGRRRGEGTRCGGEHCERTHGGRCTGﬂGCGGERGRTGFll:I:ﬂﬂCTTﬂTTﬂCCGIZTTECﬂCCGHEGREHGHRHRGRECEGTGTETR;I
ATGCACATAGTGCCAGARAGGGTACGGGACGATAGGACTGAGCGGGAGATGACCARCTTATTACCGCTTCCATCGAGGACAGARARGACCGGTGTCTAR
ATGCACATAGTGCCAGARAGGGTACGGGACGATAGGACTGAGCGGGAGATGACCARCTTATTACCGCTTCCAcCGAGGACAGARARGACCGGTGTCTAR

1 10 20 30 40 50 60 70 80 90 100 110 120 130

1 1
ATGATTCTGGATARAGTGAAGATTARGAGCCTGGCTCTGCGGGAGACGTTCGCCGARCTTCTGGGCACTTTCGTGCTTGTGCTGTTCGGTACCGGAGTCCTGGCAGCCCTGARGTTCGACAGAGCTGGAA
ATGATTCTGGATARAGTGAAGATTARGAGCCTGGCTCTGCGGGAGACGTTCGCCGARCTTCTGGGCACTTTCGTGCTTGTGCTGTTCGGTACCGGAGTCCTGGCAGCCCTGARGT TCGACAGAGCTGGAA
ATGATTCTGGATARAGTGARGATTARGAGCCTGGCTCTGCGGGAGACGTTCGCCGARCTTCTGGGCACTTTCGTGCTTGTGCTGTTCGGTACCGGAGTCCTGGCAGCCCTGARGTTCGACAGAGCTGGAA

131 140 150 160 170 180 190 200 210 220 230 240 250 260
1 1
ACATTGGCTACGCCGCCGGTTTCTGGGGTTGGGGTTTGGCTCTTGGARTGGGAGTGCTCGTCTCTGGTGGAGCGTCAGGTGCCCACCTGARCCCGTCTATTACCGTTGCCTTGGCARCCATCGGARRATG
ACATTGGCTACGCCGCCGGTTTCTGGGGTTGGGGTTTGGCTCTTGGARTGGGAGTGCTCGTCTCTGGTGGAGCGTCAGGTGCCCACCTGARCCCGTCTATTACCGTTGCCTTGGCARCCATCGGARARTG
ACATTGGCTACGCCGCCGGTTTCTGGGGTTGGGGTTTGGCTCTTGGARTGGGAGTGCTCGTCTCTGGTGGAGCGTCAGGTGCCCACCTGARCCCGTCTATTACCGTTGCCTTGGCARCCATCGGARARTG

261 270 280 290 300 310 320 330 340 350 360 370 380 390
1 1
CCAGTGGAGARAAGTGCCACATTACCTGGTAGCCCAGTACTTAGGTGCCTTCCTTGGAGCTGCCGTGCTCTTCTTGACATACARGGGTGCGTTCGACAACTATGACGGTGGTTTTCGTGCGACTACCGGT
CCAGTGGAGARAAGTGCCACATTACCTGGTAGCCCAGTACTTAGGTGCCTTCCTTGGAGCTGCCGTGCTCTTCTTGACATACARGGGTGCGTTCGACARCTATGACGGTGGTTTTCGTGCGACTACCGGT
CCAGTGGAGARARGTGCCACATTACCTGGTAGCCCAGTACTTAGGTGCCTTCCTTGGAGCTGCCGTGCTCTTCTTGACATACARGGGTGCGTTCGACARCTATGACGGTGGTTTTCGTGCGACTACCGGT

391 400 410 420 430 440 450 460 470 480 430 500 510 520
1 1
GTGARCGGARCGGCGGATGTGTTCGCTTCATATCCCAGAGACTTCGTTGGCACTGGGARCTGCTTTTTGGACCAGGTCGTCGGGACTGGTCTCTTTGTGATGTGCATCGTGGCTATCACAGACARCCACA

GTGAACGGARCGGCGGATGTGTTCGCTTCATATCCCAGAGACTTCGTTGGCACTGGGARCTGCTTTTTGGACCAGGTCGTCGGGACTGGTCTCTTTGTGATGTGCATCGTGGCTATCACAGACARCCACA
GTGARCGGARCGGCGGATGTGTTCGCTTCATATCCCAGAGACTTCGTTGGCACTGGGARCTGCTTTTTGGACCAGGTCGTCGGGACTGGTCTCTTTGTGATGTGCATCGTGGCTATCACAGACARCCACA

521 530 540 550 560 570 580 590 600 610 620 630 640 650
1 1
ACATGGCAGTGCCTCARGGTCTGCARCCTCTGTTGATCGGCCTTTCTTTGGCARCGACTGCTCTCTGCTTCGGCTACAACTGTGGTGCTCCCCTCARCCCAGCCCGAGATTTGGGACCACGTATCTTCAC
ACATGGCAGTGCCTCARGGTCTGCARCCTCTGTTGATCGGCCTTTCTTTGGCARCGACTGCTCTCTGCTTCGGCTACARCTGTGGTGCTCCCCTCARCCCAGCCCGAGATTTGGGACCACGTATCTTCAC
ACATGGCAGTGCCTCARGGTCTGCARCCTCTGTTGATCGGCCTTTCTTTGGCARCGACTGCTCTCTGCTTCGGCTACARCTGTGGTGCTCCCCTCARCCCAGCCCGAGATTTGGGACCACGTATCTTCAC

651 660 670 680 690 700 710 720 730 740 750 760 770 780
1 1
TGCCATGGCTGGGTGGGGAACAGAGGTCTTCAGCTTCCGAGACTACARCTGGTTCTGGGTGCCGGTAGTGGCGCCCCACATCGGAGCCATCGTTGGAGCATGGCTGTACAGACTCCTGGTTGGCCTCCAC
TGCCATGGCTGGGTGGGGARCAGAGGTCTTCAGCTTCCGAGACTACARCTGGTTCTGGGTGCCGGTAGTGGCGCCCCACATCGGAGCCATCGTTGGARCATGGCTGTACAGACTCCTGGTTGGCCTCCAC
TGCCATGGCTGGGTGGGGAACAGAGGTCTTCAGCTTCCGAGACTACARCTGGTTCTGGGTGCCGGTAGTGGCGCCCCACATCGGAGCCATCGTTGGAACATGGCTGTACAGACTCCTGGTTGGCCTCCAC

781 790 800 810 820 830 840 849
"IGGCETCRﬁGRETCGTRCEHERTGERﬂl:RGREGRHCRGGGCERRGGRTGGTGEGTRTTECETCGRRTGé

TGGCCTCAAGACTCGTACGACATGGARCAGAGGARCAGGGCCARGGATGGTGGGTATTCCCTCGARTGA
TGGCCTCAAGACTCGTACGACATGGARCAGAGGAACAGGGCCARGGATGGTGGGTATTCCCTCGARTGA
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1 10 20 30 40 50 60 70 80 90 100 110 120 13?

1
ATGATTCTGGATARAGTGAAGATTARGAGCCTGGCTCTGCGGGAGACGTTCGCCGARCTTCTGGGCACTTACGTGCTTGTGCTGTTCGGTACCGGAGTCCTGGCAGCCCTGARGT TCGACAGAGCTGGAA
ATGATTCTGGATARAGTGAAGATTARGAGCCTGGCTCTGCGGGAGACGTTCGCCGARCTTCTGGGCACTTTCGTGCTTGTGCTGTTCGGTACCGGAGTCCTGGCAGCCCTGARGT TCGACAGAGCTGGAA
ATGATTCTGGATARAGTGAAGATTARGAGCCTGGCTCTGCGGGAGACGTTCGCCGARCTTCTGGGCACTTACGTGCTTGTGCTGTTCGGTACCGGAGTCCTGGCAGCCCTGAAGT TCGACAGAGCTGGAA

131 140 150 160 170 180 190 200 210 220 230 240 250 260
1 1
ACATTGGCTACGCCGCCGGTTTCTGGGGTTGGGGTTTGGCTCTTGGARTGGGAGTGCTCGTCTCTGGTGGAGCGTCAGGTGCCCACCTGARCCCGTCTATTACCGTTGCCTTGGCARCCATCGGARARTG
ACATTGGCTACGCCGCCGGTTTCTGGGGTTGGGGTTTGGCTCTTGGARTGGGAGTGCTCGTCTCTGGTGGAGCGTCAGGTGCCCACCTGARCCCGTCTATTACCGTTGCCTTGGCARCCATCGGARARTG
ACATTGGCTACGCCGCCGGTTTCTGGGGTTGGGGTTTGGCTCTTGGARTGGGAGTGCTCGTCTCTGGTGGAGCGTCAGGTGCCCACCTGARCCCGTCTATTACCGTTGCCTTGGCARCCATCGGARAATG

261 270 280 290 300 310 320 330 340 350 360 370 380 390

1 1
CCAGTGGAGARRAGTGCCACATTACCTGGTAGCCCAGTACTTAGGTGCCTTCCTTGGAGCTGCCGTGCTCTTCTTGACATACARGGGTGCGTTCGACAARCTATGACGGTGGTTTTCGTGCGACTACCGGT
CCAGTGGAGARRAGTGCCACATTACCTGGTAGCCCAGTACTTAGGTGCCTTCCTTGGAGCTGCCGTGCTCTTCTTGACATACARGGGTGCGTTCGACARCTATGACGGTGGTTTTCGTGCGACTACCGGT
CCAGTGGAGARAAGTGCCACATTACCTGGTAGCCCAGTACTTAGGTGCCTTCCTTGGAGCTGCCGTGCTCTTCTTGACATACARGGGTGCGTTCGACARCTATGACGGTGGTTTTCGTGCGACTACCGGT

391 400 410 420 430 440 450 460 470 480 430 500 510 520
[’iTGﬂRCGGHRCGGEGGRTGTGTTCGCTTCRTHTCECRGRGHETTCGTTGGCRCTGGGRRCTGETTTTTGEHECRGETCGTCGEGHETEGTETCTTTETGRTETEI:HTCGTEGCTRTCREHEHCRHECHCR
GTGARCGGARCGGCGGATGTGTTCGCTTCATATCCCAGAGACTTCGTTGGCACTGGGARCTGCTTTTTGGACCAGGTCGTCGGGACTGGTCTCTTTGTGATGTGCATCGTGGCTATCACAGACARCCACA
GTGAACGGAACGGCGGATGTGTTCGCTTCATATCCCAGAGACTTCGTTGGCACTGGGARCTGCTTTTTGGACCAGGTCGTCGGGACTGGTCTCTTTGTGATGTGCATCGTGGCTATCACAGACARCCACA

521 530 540 550 560 570 580 590 600 610 620 630 640 650
1 1
ACATGGCAGTGCCTCARGGTCTGCARCCTCTGTTGATCGGCCTTTCTTTGGCARCGACTGCTCTCTGCTTCGGCTACARCTGTGGTGCTCCCCTCARCCCAGCCCGAGATTTGGGACCACGTATCTTCAC
ACATGGCAGTGCCTCARGGTCTGCARCCTCTGTTGATCGGCCTTTCTTTGGCARCGACTGCTCTCTGCTTCGGCTACARCTGTGGTGCTCCCCTCARCCCAGCCCGAGATTTGGGACCACGTATCTTCAC
ACATGGCAGTGCCTCARGGTCTGCARCCTCTGTTGATCGGCCTTTCTTTGGCARCGACTGCTCTCTGCTTCGGCTACARCTGTGGTGCTCCCCTCARCCCAGCCCGAGATTTGGGACCACGTATCTTCAC

651 660 670 680 690 700 710 720 730 740 750 760 770 780
1 1
TGCCATGGCTGGGTGGGGARCAGAGGTCTTCAGCTTCCGAGACTACARCTGGTTCTGGGTGCCGGTAGTGGCGCCCCACATCGGAGCCATCGTTGGARCATGGCTGTACAGACTCCTGGTTGGCCTCCAC
TGCCATGGCTGGGTGGGGAACAGAGGTCTTCAGCTTCCGAGACTACARCTGGTTCTGGGTGCCGGTAGTGGCGCCCCACATCGGAGCCATCGTTGGARCATGGCTGTACAGACTCCTGGTTGGCCTCCAC
TGCCATGGCTGGGTGGGGAACAGAGGTCTTCAGCTTCCGAGACTACARCTGGTTCTGGGTGCCGGTAGTGGCGCCCCACATCGGAGCCATCGTTGGARCATGGCTGTACAGACTCCTGGTTGGCCTCCAC

781 790 800 810 820 830 840 850 860 870 880 890 900 910

TGGCCTCAAGACTCGTACGACATGGARCAGAGGARCAGGGCCARGGATGARTACATGCCARTCGGAGGTTACGATGCTGCGCCARAGGARCARCARTCAGCCTCATCTCCGARCGARARACAGTCGARGG
TGGCCTCAAGACTCGTACGACATGGARCAGAGGARCAGGGCCARGGATGARTACATGCCARTCGGAGGTTACGATGCTGCGCCARAGGARCARCARTCAGCCTCATCTCCGAACGARARACAGTCGARGG
TGGCCTCARGACTCGTACGACATGGARCAGAGGARCAGGGCCARGGATGARTACATGCCARTCGGAGGTTACGATGCTGCGCCARAGGARCARCARTCAGCCTCATCTCCGARCGARARACAGTCGARGG
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