Table S1. Sequence similarity of 16S rRNA gene and housekeeping genes and ANI values among genomes that the present

study used.
Sequence similarity (%) of 16S rRNA gene with strains No.
No. Strains 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17
! S. parasuis
BS26
S. parasuis
2 100.0
BS27
S. parasuis
3 994 994
SUT-7
S. parasuis
4 989 989 992
SUT-286
S. parasuis
5 99.5 99.5 99.2 99.2
SUT-328
S. parasuis 86-
6 989 989 100.0 1000 99.2
5192
S. parasuis 88-
7 99.2 99.2  99.2 99.2 99.6  99.1
1861
S. parasuis 89-
8 989 989 100.0 100.0 99.2 100.0 99.5
4109-1
S. parasuis
9 99.3 99.3 99.5 99.5 99.0 99.5 98.8 99.5

4253



10

11

12

13

14

15

16

17

18

S. parasuis
2674
S. parasuis 10-
36905
S. parasuis
SUT-447
S. parasuis
SUT-462
S. parasuis
SUT-479
S. parasuis
SUT-481
S. parasuis
SUT-483
S. suis
NCTC10234
E. faecalis
JCM_5803

99.2

98.9

99.6

98.9

99.4

98.9

99.1

96.6

89.1

99.2

98.9

99.6

98.9

99.4

98.9

99.1

96.6

89.1

99.2

100.0

98.8

100.0

99.3

99.9

99.6

97.6

89.1

99.2

100.0

98.8

100.0

99.3

99.9

99.6

97.6

89.1

99.6

99.2

99.3

99.2

99.9

99.2

99.6

97.0

88.9

99.1

100.0

98.8

100.0

99.3

99.9

99.6

97.6

89.4

100.0

99.5

99.1

99.1

99.7

99.1

99.2

97.1

89.3

99.1

99.5

98.8

100.0

99.3

99.9

99.6

97.1

89.3

99.1

99.5

98.9

99.5

98.9

99.5

99.1

97.1

89.3

99.6

99.1

99.1

99.7

99.1

99.2

973

89.3

98.8

100.0

99.3

99.9

99.6

97.6

89.4

98.8

99.4

98.8

99.0

96.5

88.9

99.3

99.9

99.6

97.6

89.4

99.4

99.5

97.0

89.3

99.5
97.6 973
89.5 893

89.1




Sequence similarity (%) of groEL with strains No.

No. Strains 1 2 3 4 5 6 7 8 9 10 11 12 13 14
{ S. parasuis
BS26
S. parasuis
2 100.0
BS27
S. parasuis
3 96.9 96.9
SUT-7
S. parasuis
4 97.6 97.6 978
SUT-286
S. parasuis
5 94.2 942 944 950
SUT-319
S. parasuis
6 94.2 942 944 950 100.0
SUT-328
S. parasuis
7 94.2 942 944 950 100.0 100.0
SUT-380
S. parasuis
8 96.0 96.0 96.0 96.9 94.0 94.0 94.0
86-5192
S. parasuis
9 96.1 96.1 962 969 94.2 94.2 94.2 99.5
88-1861
S. parasuis
10 96.0 96.0 96.0 96.9 94.0 94.0 94.0 100.0 99.5
89-4109-1



S. parasuis

11 98.4 984 972 978 94.4 94.4 94.4 96.2 96.5 96.2
4253
S. parasuis
12 674 94.2 942 946  95.1 99.7 99.7 99.7 94.0 943 94.0 94.5
S. parasuis
13 96.0 96.0 96.0 96.9 94.0 94.0 94.0 100.0 99.5 100.0 96.2  94.0
10-36905
S. suis
14 91.5 920 91.6 93.0 93.0 93.0 91.9 91.7 91.9 914 93.0 919
NCTC10234
Sequence similarity (%) of gryB with strains No.
No. Strains 1 2 3 4 5 6 7 8 9 10 11 12 13 14
| S. parasuis
BS26
S. parasuis
2 100.0
BS27
S. parasuis
3 97.5 97.5
SUT-7
S. parasuis
4 97.6 97.6 973
SUT-286
S. parasuis
5 97.6 97.6 98.4 97.6
SUT-319
S. parasuis
6 97.6 97.6 98.4 97.6 100.0
SUT-328



S. parasuis

7 98.0 98.0 97.9 98.1 98.6 98.6
SUT-380
S. parasuis
8 97.8 97.8 97.7 97.8 98.2 98.2 99.6
86-5192
S. parasuis
9 97.5 97.5 97.9 98.1 98.0 98.0 98.3 97.8
88-1861
S. parasuis
10 97.5 97.5 98.3 97.3 99.1 99.1 99.0 98.6 98.1
89-4109-1
S. parasuis
11 99.1 99.1 97.2 97.4 97.2 97.2 97.8 97.7 97.2 97.4
4253
S. parasuis
12 97.3 97.3 97.4 98.9 97.7 97.7 98.1 97.8 98.5 97.6 97.0
2674
S. parasuis
13 97.5 97.5 97.2 99.4 97.5 97.5 98.2 98.0 98.2 97.5 97.2 97.2
10-36905
S. suis
14 83.9 83.9 84.1 84.1 84.1 84.1 84.3 84.3 84.1 84.2 83.7 83.7 84.1
NCTC10234
Sequence similarity (%) of sodA with strains No.
No. Strains
1 2 3 4 5 6 7 8 9 10 11 12 13 14
S. parasuis

BS26



10

11

12

13

14

S. parasuis
BS27
S. parasuis
SUT-7
S. parasuis
SUT-286
S. parasuis
SUT-319
S. parasuis
SUT-328
S. parasuis
SUT-380
S. parasuis
86-5192
S. parasuis
88-1861
S. parasuis
89-4109-1
S. parasuis
4253
S. parasuis
2647
S. parasuis
10-36905
S. suis
NCTC10234

100.0

96.9

98.7

98.5

98.5

98.2

97.5

96.9

96.7

99.3

97.9

96.9

83.0

96.9

98.7

98.5

98.5

98.2

97.5

96.9

96.7

99.3

97.9

96.9

83.0

97.5

97.4

97.4

97.4

98.7

99.7

99.8

96.9

98.4

100.0

84.7

98.8

98.8

98.8

98.5

97.5

97.4

98.7

98.5

97.5

84.0

100.0

99.0

97.7

97.4

97.2

98.5

98.4

97.4

84.0

99.0

971.7

97.4

97.2

98.5

98.4

97.4

84.0

100.0

98.7

97.2

98.5

98.4

97.4

84.0

98.7

98.5

97.5

97.7

98.7

84.3

99.5

96.9

97.5

99.7

84.3

96.7

97.9

99.8

84.5

97.9
96.9 977
83.0 84.0

84.7




Strains

Sequence similarity (%) of recN with strains No.

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24 25 26
. S. parasuis
BS26
S. parasuis
2 P 100.0
BS27
S. parasuis
3 98.3 983
SUT-7
S. parasuis
4 97.4 974 974
SUT-286
S. parasuis
5 984 984 996 975
SUT-319
S. parasuis
6 984 984 996 975 100.0
SUT-328
S. parasuis
7 984 984 996 975 100.0  100.0
SUT-380
S. parasuis
8 973 973 973 99.6 97.4 97.4 97.4
86-5192
S. parasuis
9 975 975 97.8 989 97.8 97.8 97.8 98.7
88-1861
S. parasuis
10 973 973 973 992 97.4 97.4 97.4 99.2 989
89-4109-1
S. parasuis
11 99.0 99.0 984 977 98.5 98.5 98.5 976 978 97.6
4253
S. parasuis
12 97.6 976 983 974 98.3 98.3 98.3 973 974 971 978
2674
S. parasuis
13 973 973 973 99.6 97.4 97.4 97.4 1000 98.7 99.2 976 973
10-36905



14

15

16

17

18

19

20

21

22

23

24

25

26

S. parasuis
SUT-443
S. parasuis
SUT-447
S. parasuis
SUT-458
S. parasuis
SUT-462
S. parasuis
SUT-479
S. parasuis
SUT-483
S. parasuis
SUT-488
S. parasuis
SUT-503
S. parasuis
SUT-507
S. parasuis
SUT-516
S. parasuis
SUT-523
S. parasuis
SUT-529
S. suis

NCTC10234

98.1

98.7

97.8

97.8

98.0

98.2

98.0

98.0

97.8

98.2

98.1

97.8

77.0

98.1

98.7

97.8

97.8

98.0

98.2

98.0

98.0

97.8

98.2

98.1

97.8

77.0

91.7

97.9

97.6

97.6

98.6

99.5

98.8

97.8

97.6

99.5

99.4

97.6

77.0

99.7

98.0

99.2

99.2

97.9

97.9

983

100.0

99.2

97.9

97.8

99.2

77.0

97.8

98.0

97.7

91.7

98.7

100.0

99.1

97.9

97.7

100.0

99.9

91.7

77.0

97.8

98.0

97.7

97.7

98.7

100.0

99.1

97.9

97.7

100.0

99.9

97.7

77.0

97.8

98.0

91.7

97.7

98.7

100.0

99.1

97.9

97.7

100.0

99.9

97.7

77.0

99.5

97.8

99.4

99.4

97.7

97.7

98.1

99.6

99.4

97.7

97.6

99.4

77.0

98.7

97.9

98.6

98.6

98.2

98.2

98.4

98.8

98.6

98.2

98.1

98.6

77.0

99.1

97.9

99.7

99.8

97.7

97.7

98.1

99.2

99.2

97.7

97.6

99.8

76.0

98.5

99.1

98.2

98.2

98.4

98.4

98.4

98.4

98.2

98.4

98.3

98.2

77.0

97.9

97.9

97.6

97.6

99.0

98.4

98.2

98.0

97.6

98.4

98.3

97.6

77.0

99.5

97.8

99.4

99.4

97.7

97.7

98.1

99.6

99.4

97.7

97.6

99.4

77.0

98.1

99.1

99.1

97.8

97.8

98.2

99.7

99.1

97.8

91.7

99.1

75.0

97.9

97.9

98.0

98.0

98.0

98.0

97.9

98.0

97.9

97.9

75.0

99.9

91.7

97.7

98.1

99.2

99.9

91.7

97.6

99.9

75.0

97.7

97.7

98.1

99.2

100.0

97.7

97.6

100.0

75.0

98.7

983

97.9

91.7

98.7

98.6

91.7

75.0

99.1

97.9

91.7

100.0

99.9

91.7

75.0

98.3

98.1

99.1

99.0

98.1

75.0

99.2

97.9

97.8

99.2

75.0

91.7

97.6 999

100.0 97.7 97.6

75.0 75.0 75.0

75.0




ANI values with strains No.

No. Strains 1 2 3 4 5 6 7 8 9 10 11
{ S.parasuis
BS26
S.parasuis
2 99.98
BS27
S.parasuis
3 9398 94.13
SUT-7
S.parasuis
4 95.1 95.2 94.96
SUT-286
S.parasuis
5 95.3 9523 9515 96.44
SUT-319
S.parasuis
6 9531 9533 9514 96.58 99.99
SUT-328
S.parasuis
7 9526 9528 9497 96.65 99.45 99.44
SUT-380
S.parasuis
8 95.14  95.04 94.3 97 96.06 96.05 96.22
86-5192
S.parasuis
9 93.86 93.8 94.7 9532 9487 9478 94.63 95.09
88-1861
S.parasuis
10 9528 95.19 94.52 97.2 96.02 96.04 9588 97.25 95.17
89-4109-1
S.parasuis
11 1953 97.79 9777 9406 94.86 9514 9521 9513 9493 9345 9492
S.parasuis
12 2674 94.02 94.02 95.13 95.63 95 95 9499 9593 9535 95.4 93.92



S.parasuis
10-36905
S.suis
NCTC10234

83.42

95

83.33

94.37

84.72

97.2

84.57

95.67

84.5

95.74

84.5

95.75

84.75

97.42

84.32

95.25

84.5

97.48

84.11

94.62

84.36

95.75

84.58

84.48
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