

[bookmark: _GoBack]Supplement Figure S1: SNP analysis of clade 1 and clade 2 strains. A. Based on SNPs in the core genome the phylogeny is shown for strains for clade 1; 13T028 was used as reference strain. B. The SNPs and the derived phylogeny of strains of clade 2 is shown; DVP5-16-4677 was used as reference. Pink lines correspond to SNPs, grey lines/regions represent non-core genome regions.
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