Table S4   Nucleotide sequence identity of drug resistance genes detected in the present study to those of S. aureus and staphylococcal species and enterococcus retrieved from GenBank database
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Drug resistance genes % identity species Strain ID GenBank Accession No.

erm(C)  100% S. aureus USA300_FPR3757 NG_055988

99.86% S. hominis FDAARGOS_661  CP054554

99.86% S. haemolyticus PK-01 CP035541

99.86% S. epidermidis FDAARGOS_529 CP033783

99.86% S. hyicus  9911527-1 JF968522

msr(A) 100% S. aureus TY825 CP012467

100% S. warneri WB224 CP053472

100% S. caprae SY333 CP051648

100% S. epidermidis SE95 CP024438

100% S. homonis FDAARGOS747 CP046302

aac(6')-Ie-aph(2")-Ia 100% S. aureus ST153 CP048644

100% S. homonis FDAARGOS661 CP05455

100% S. warneri WB224 CP053477

100% S. epidermidis E73 CP035643

100% S. lugdunensis JICS135 AP021848

100% E. faecalis SF28073 CP060802

100% E. faecium F17E0263 CP040850

aph(3')-IIIa 100% S. aureus 16405 CP053354

100% S. pseudintermedius MAD627 CP039743

100% S. haemolyticus VB19458  CP045187

100% S. hominis  FDAARGOS_746 CP046305

100% E. faecalis E211 MK784777

100% E. faecium E1077 MT074686

tet(K) 99.93% S. aureus SR153 CP048645

99.93% S. warneri WB224 CP053472

99.93% S. saprophyticus UTI-056 CP054447

99.93% S. pseudintermedius G3C4 MN612109

99.93% S. epidermidis NBRC100911 AP019722
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		Drug resistance genes		% identity		species		Strain ID		GenBank Accession No.

		erm(C) 		100%		S. aureus		USA300_FPR3757		NG_055988

				99.86%		S. hominis		FDAARGOS_661 		CP054554

				99.86%		S. haemolyticus		PK-01		CP035541

				99.86%		S. epidermidis		FDAARGOS_529		CP033783

				99.86%		S. hyicus 		9911527-1		JF968522



		msr(A)		100%		S. aureus		TY825		CP012467

				100%		S. warneri		WB224		CP053472

				100%		S. caprae		SY333		CP051648

				100%		S. epidermidis		SE95		CP024438

				100%		S. homonis		FDAARGOS747		CP046302

		aac(6')-Ie-aph(2")-Ia		100%		S. aureus		ST153		CP048644

				100%		S. homonis		FDAARGOS661		CP05455

				100%		S. warneri		WB224		CP053477

				100%		S. epidermidis		E73		CP035643

				100%		S. lugdunensis		JICS135		AP021848

				100%		E. faecalis		SF28073		CP060802

				100%		E. faecium		F17E0263		CP040850

		aph(3')-IIIa		100%		S. aureus		16405		CP053354

				100%		S. pseudintermedius		MAD627		CP039743

				100%		S. haemolyticus		VB19458 		CP045187

				100%		S. hominis 		FDAARGOS_746		CP046305

				100%		E. faecalis		E211		MK784777

				100%		E. faecium		E1077		MT074686



		tet(K)		99.93%		S. aureus		SR153		CP048645

				99.93%		S. warneri		WB224		CP053472

				99.93%		S. saprophyticus		UTI-056		CP054447

				99.93%		S. pseudintermedius		G3C4		MN612109

				99.93%		S. epidermidis		NBRC100911		AP019722
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