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Figure S1. Alignment of the amino acid sequences of the complete NS1 gene under the genus
Chaphamaparvovirus using MAFFT in Geneious (version 10.2.2) to show the genetic variation
between Psittaciform chaphamaparvovirus 2 (PsChPV-2) and other selected parvoviruses.
PsChPV-2 was highlighted with yellow background. The top graph represents the mean
pairwise sequence identity over all pairs in the column (green: 100% identity; mustard: >30%
and <100% identity; red: <30% identity).




Consensus B0 OERXEX XX XXX XXX XXX XXX XXX XXX X XX XX I XXX XXX X X XERX X X X X X XXX X X X X X X X XXX X X X X X X X X X0 XN < X0 X X X X X X XU X X X X XX X X X X X XX XXX X XXX X QX X X X XXX
Identity

]
Psittaciform chaphamaparvovirus 2 [MZ364297]
Psittaciform chaphamaparvovirus 1 [MT457858]

R R VRIS oL THO L ATORTE - Y R

Parvoviridae sp. [KY312548] TVEETSSR AR G EENEC IR R VS O e Pt ol
Peafowl parvovirus 1 [MK988619] TN RN G RIS T HATOONE GV S N T DRSTETS TES AR T EENC (€ RSRD E  GHNS i e STNDS - - Vit P OfllMEEL NOHGDG
Parvoviridae sp. [KY312549] N TR G N SRR RGO TTTTSGHAY TIRER R N c(r\) VKK EH | N~ -DfE L L IEEEER Y CVLITS

ARVl I-H‘Mmh\u S YNMNDG O I mn O BN TEACE RN RRVEOK TS O I TR P RE T
T EY S (_Fm’ml SRR N R TR NODATODYRAR

Bat parvovirus [MG693107]

Murlnechapparvovlrus[MF175078] INTN I =NP PITAHTMS AGAT RS IS T (N R T - Tl
Rat parvovirus 2 [KX -_I-Hvﬂ»_A n W 5 R R CTNNE A
Porcine parvovnrus7[KU563733] IR T - LTV il T SRR - NS RN DTLW W il
Chicken chapparvovirus 2 [MG846443] W TE T ORVERE TR ORI S | EVANMIQGT YDA E I- ru( | IO SR CEENICN (|« MR - N RN C TN TR <R PRNTLERKK - 0L Il e
Consensus XXXXXXXXXXXXX XX XXX XXX XX X BRI X X XX X X S X RS X X X X X XX X X X XX X X XXX X X XXX XXX XXX XX XXX XXX KK XK XK XXX KKK KKK

Identity

124
Psittaciform chaphamaparvovirus 2 [MZ364297] Ny
Psittaciform chaphamaparvovirus 1 [MT457858] /T«

232

242 252
TG NN 2 @V e
X W0

182 192 202 212 222
FOREAGF LNTL L 5K vQTVIR! Y VIR /0@ £ ]
GROTT /@ I B 13 - M 3

Parvoviridae sp. [KY312548] L OREC N

Peafowl parvovirus 1 [MK988619] il v B RRECOM @EVEPEES £ L Ae T

Parvoviridae sp. [KY312549] VBZFETEN R - -~ GKE L EIE R S »'vﬂ:lﬂr W

Bat parvovirus [MG693107] TPHSABVYDRHVEBA | ELAKS GOETHHAHE @ BRE XoET | WEACECAR E R

Murine chapparvov:rus [MF175073] R T EABNAG S SIS YLNG 1 D KOKE-L m B 0A P (o N 0V TERIL NP - - - - QT Y G PR B3 Y Gl Ol
Rat parvovirus 2 [KX272741 AAGL 1 ENVARIE | GTNTI-S TsE ol WO R 2 A GV GR | GGAFESIEPDD | ERl

SBTPELNSVVEBTWOQE YNS
AR TAP EINMIBTVWNTNKP Y P
RKEYCENL FEONBISQGKRG

L(ERmIP S CRISHN | REKKYQGPEA
- EGEEMEL YKI1 | MBS

TAGTTENEH- -lIDAGTEQV-A. TN S b TG AR X C R
JAFRRIDTOANITS L SDSHQA | B W A BAP AR TRV OG- - -

Porcine parvovirus 7 [KU563733]
Chicken chapparvovirus 2 [MG846443]

Consensus XXXXXXXXXXXXXXXXXXXXKXXXXX XXX XEBX XX XWX XXX XX XRXWXXXX J XXXKXKXXXXKXKXKXXKXKXKK XXX X X X X XX X XXX XXX XE I XXXXXXXXXKXXXXXKXXKK § X XXX XXX XXX X XX XXX XX XXX XK XXX
Identity
274 23 293 303 313 323 333 343 353 363 33 333 393 0 43
Psittaciform chaphamaparvovirus 2 [MZ364297] W RW NVQ-LSSGSSNTNRGL | -nclv NSO R O TP ATGTGTAOKTNG L I R @ W B WA W RS RS Al W onko
Psittaciform chaphamaparvovirus 1 [MT457858] tM QNPWVE TS TR A EPHOM AEALT LA N R G W TR AN 6 T RS m;.'mn\vl RTMN
Parvoviridae sp. [KY312548] moRY TGSVVGAHAYTI _R!<-crmm AR € FGGKDN NVMA'S LIS —m-mn o | R -0 W SSRY
Peafowl parvovirus 1 [MK988619] WOIIQDE - PELRL MK R @ J<KRET] |-<I-ﬂn NI GIBFRIQKRF
Parvoviridae sp. [KY312549] ROQFIFAGSLAGEGAEATLKDT v/ IR ARV 0 BN CEN AR @ Q L TR GRS TS G A 5 5 M CACT G I T ARS8 NSRS A 0T o0
Bat parvovirus [MG693107] WTHSAN---------AQASDQ S SR R TNGATA VOM :-:-m-n- EOR @51 TQGC FE l\lmwvmm OVETIRAQP
Murine chapparvovurus[MF175078] VTAYS AKX RIS L R TR AP B e TOGC A WA TSRS NSRS OOl TO T
R e o RS BN R G YOONS - AN N S RS T 1 f

Rat parvovirus 2 [KX27274
Porcine parvovirus 7 [KU563733]

CHVELOmG TS

FEHPT-PQTS1SSDOSKVE | IEOMIEESD L & AGNNE | OV | N G

Chicken chapparvovirus 2 [MG846443] NFERIYGLAMS -QNQTNTS TOP KK v CAEMIRVIERSY F 30 IS T 7 O | B \mmm SSOOOSGTMTWE KKy N A C 7RSO R G VIR <G00 MY OHNS K
Consensus XXX XX X X X GEERENIR B X XEBX X X XXX XX X XXXXXXXXXKXXXXXXKKXXXXXXXKKXXXXXXXXXXXXXKKKKXXXXKKXXXXXXKKKXXXXXXKKXXXXXX KKK XXX KK KKK XXXKKKKKXXXXKKKKXXXXK KKK KXXXXKKXXX
Identity

a3 433 443 453 463 a73 433 9 505 512 522 530 541
Psittaciform chaphamaparvovirus 2 [MZ364297] i | £ IERENESEREINR ‘SHIGGPOGND © SGTP ST GE V- B Q00 161s - ~BSHGG | AGTS YIVEITEIKPDEKI - - - | TANS - - = = === = TQTKIEVAPHEKIEIIQP S PAL - -[3VSDLT F YPQN-~~{1PD)

rrrrr SQTG ~H 1 ACHF - TTLUMITEK TS QAL DIHQL SKLMRP K ABAVAIIRIZAIVR EREPNLII I NDP | FQPTS

Psittaciform chaphamaparvovirus 1 [MT457858] 1 ¢

Parvoviridae sp. [KY312548) 1163147 VRN | QR 0505776 TGT5 -~ TAVG -BEIGY - - TLUMIVEE PKPE NZEELKRMR | DT SENR SVY SIEIL TKONGP
PeafowlparVOV|rus1[MK988619] LCHoP: — NTSGSLDON GGllY--T1 TAKPN ADRAV | EQAIAPRIGIGIFIITK SPAR - - SKS PEK--HDT)
Parvoviridae sp. [KY312549) OBLE B STPSTGE SN----VSKA AIVQRG- -~~~ =======~ QEVEGHR- - - - AIBKEL - - -~ - ==~ |EHIVE ~REGSRH-VE E 12| PKEIER - SIS P TVID - -[EL GAL | HYARS GQSKDI
Bat parvovirus [MGS93107] REOSD ISR R0 KNSKL - - AQMQK FIB ABBBF QTS TYQP WOTTHL BITTSSAAY TKKQMQEATHIERE

Murine chapparvovirus [MF175078] ~PEAP ) RN (RN - - AEGV--HKDF ITSTVPD===========-] BRGTARL - - - - [IDBKETMHPY = - = - = = == = QAASGMY LNHK EMREVRAAAEATRS Q- -[JA- === == ==~~~ AMQTQ
Rat parvovirus 2 [KX272741] PRVG RS GPGL=~SGT IRVES TR TNSTYET ) PEES TRMNY

Porcine parvovirus 7 [KU563733] CARVLP TR AR TR DK - EPQQPWYEBVIBEIMTG - TYI'S - ~ETERK

Chicken chapparvovirus 2 [MG846443] G | BQP ! CHNEREENNRR R EIRAR BWINT P OAF G NAENRNN | DRITPEY QWK YDAIS | GD | QYNQHHRPVIE | GDD'S SANHPER SVKN | EKI - - -R: -RETDS - -~ ~TE | HMDDE E EE SQPK PP

Figure S2. Alignment of the amino acid sequences of the complete VP1 gene under the genus
Chaphamaparvovirus using MAFFT in Geneious (version 10.2.2) to show the genetic variation
between Psittaciform chaphamaparvovirus 2 (PsChPV-2) and other selected parvoviruses.
PsChPV-2 was highlighted with yellow background. The top graph represents the mean
pairwise sequence identity over all pairs in the column (green: 100% identity; mustard: >30%
and <100% identity; red: <30% identity).



