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Abstract: Q fever is a zoonotic disease caused by the intracellular pathogen Coxiella burnetii. This
disease typically manifests as a self-limiting, febrile illness known as acute Q fever. Due to the
aerosol transmissibility, environmental persistence, and infectivity of C. burnetii, this pathogen is
a notable bioterrorism threat. Despite extensive efforts to develop next-generation human Q fever
vaccines, only one vaccine, Q-Vax®, is commercially available. Q-Vax®is a phase I whole-cell vaccine,
and its licensed use is limited to Australia, presumably due to the potential for a post-vaccination
hypersensitivity response. Pre-clinical Q fever vaccine development is a major area of interest, and
diverse approaches have been undertaken to develop an improved Q fever vaccine. Following a
brief history of Q fever vaccine development, current approaches will be discussed along with future
considerations for an improved Q fever vaccine.

Keywords: Coxiella burnetii; bacterial vaccines; vaccine; intracellular pathogen; Q-Vax; hypersensitivity;
Q fever

1. A Brief History of Q Fever Vaccine Development

Q fever is a zoonotic disease that typically presents as an acute, febrile, self-limiting dis-
ease but can also lead to more chronic manifestations such as endocarditis or vasculitis [1].
Q fever is caused by the intracellular bacterium Coxiella burnetii and is typically acquired by
inhalation of infectious aerosols generated from livestock. Although C. burnetii can cause
disease in various organisms, this review focuses on Q fever vaccine development in the
context of human disease. C. burnetii is endemic nearly worldwide [2] and is considered
an occupational hazard among laboratory, livestock, and veterinary workers. Due to the
bacterium’s environmental resistance, infectivity, and ability to cause debilitating disease,
C. burnetii is classified as a Select Agent by the United States Centers for Disease Control
and Prevention’s Division of Select Agents and Toxins (DSAT) and is a noted bioterrorism
pathogen of interest [3]. Accordingly, Q fever vaccine development commenced almost
immediately following the identification of C. burnetii in Australia and the United States
in the late 1930s. Early Q fever vaccine development efforts were led by NIH scientists
at Rocky Mountain Laboratories (RML) [4]. After years of vaccine development efforts
among US government scientists, a Q fever vaccine was introduced in humans in 1948 [5].
The vaccine was comprised of whole-cell, formaldehyde-inactivated, ether-extracted C.
burnetii with 10% egg yolk sac [5]. These vaccines were derived from Dyer and Henzerling
C. burnetii strains. Initial injections were marked by severe adverse reactions, yet following
a series of dilutions, the vaccine was generally well tolerated. This vaccine and related
iterations likely reduced the risk of C. burnetii laboratory-acquired infections since their
inception [6]. Additionally, C. burnetii whole-cell vaccine (WCV) efficacy in humans was
directly tested, demonstrating protection against high-dose aerosol challenge in US Army
volunteers [7].

Early egg derived WCVs displayed remarkable efficacy but were also associated
with post-vaccination hypersensitivity (PVH) responses characterized by localized indura-
tion, sterile abscesses, and granulomas at the site of injection [8,9] along with systemic
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responses [5]. These adverse responses are thought to occur exclusively in pre-immune
individuals [10]. An additional safety concern with early vaccines was the amount of egg
protein contained in the vaccine mixture. In response to these concerns, several adaptations
to the early WCVs were adopted. Ormsbee et al. developed a protocol that decreased egg
protein contamination via sedimentation prior to ether extraction [11]. Potency and purity
standards were developed and introduced by Lackman et al., further refining the use of
early Q fever vaccines [12,13]. Pre-vaccination skin testing protocols were introduced in
the late 1950s [14] and continue to be an important component of Q fever vaccination
screening methods. There was renewed interest in Q fever vaccine development in the
1970s, likely due to the increased Q fever incidence and outbreaks in research and medical
settings as well as abattoirs that processed feral goats [15]. Building on these refinements, a
chloroform–methanol residue (CMR) vaccine was introduced in 1982 [16] following early
work involving bacterial fractionation to determine protective and reactive components.
Eventually, the CMR vaccine was tested in human clinical trials and used as an investiga-
tional new drug (BB-IND-3516) in the US; this vaccine demonstrated reduced reactogenicity
and promising immunogenicity after primary vaccination and boost [17,18] but was not
pursued for wide-scale production or pharmaceutical approval.

Full-length or phase I lipopolysaccharide (LPS) was identified as an important protec-
tive factor in vaccine-induced immunity [11,19,20]. The concept of C. burnetii LPS phase
variation was first described in 1956 by Stoker and Fiset [21]. This phenomenon is charac-
terized by alterations in LPS length based on culturing conditions which, in turn, affects
C. burnetii virulence [22,23] and WCV potency [24]. Historically, LPS truncation occurred
following passage in embryonated egg yolks, but this process can also occur following
cellular infection and axenic culture [25]. After the identification of phase variation, the
Henzerling-based WCV in use was analyzed and found to be primarily expressing phase II
LPS [26]. In response, Henzerling vaccine stocks were converted to phase I LPS expression
via in vivo passage and used in an updated phase I vaccine [27]. Although, truncated
LPS (phase II)-based vaccines have not gained traction, some phase II-based vaccines,
such as the live M-44 variant of the Grita strain, have demonstrated immunogenicity in
humans [28] and protective efficacy in guinea pigs [29]. Recent studies have bolstered the
hypothesis that the phase I LPS O-antigen is a crucial component of C. burnetii virulence
and vaccine-induced protection [24], yet the importance of phase II LPS in these processes
should not be underappreciated.

The RML-derived Q58-A WCV was used as an investigational new drug (US BB-
IND-26) [30] following on-site clinical trials and was manufactured by the National Drug
Company (Philadelphia, PA, USA). Currently, the only licensed vaccine available, Q-
Vax®(Seqirus UK Limited, Maidenhead, UK), is an iteration of the RML WCV. This vaccine,
which consists of phase I, formalin inactivated Henzerling WCV, was developed in Aus-
tralia and initially produced by Commonwealth Serum Laboratories (CSL). Q-Vax® has
demonstrated nearly 100% efficacy in human trials [31] and was licensed for use in Aus-
tralia in 1989 for high-risk groups [32]. Importantly, Q-Vax® requires pre-vaccination
screening including serology, patient history, and a skin test. The potential for hypersen-
sitivity reactions following vaccination has likely precluded licensing of Q-Vax® beyond
Australia.

Overall, Q-Vax® has demonstrated durable protective efficacy, but its widespread
use has been hampered by the potential for severe adverse reactions and the cumbersome
pre-screening process associated with vaccine distribution. As the only licensed vaccine
available for human Q fever pre-exposure prophylaxis, Q-Vax® was deployed in the
2011 Q fever outbreak in the Netherlands [33]. This program was met with significant
challenges but appeared to be effective in preventing potential Q fever spread. Recent
interest in the development of an improved Q fever vaccine has been spurred by natural
outbreaks, post-2001 bioterrorism concerns, military concerns, and occupational infection
risk [34,35]. Modern Q fever vaccine development efforts have harnessed recent advances
in Q fever biology including the introduction of an axenic culture media [36], the resultant
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development of numerous genetic tools [37], and insights into host–pathogen interactions
facilitated by animal modeling. Despite these advances, diverse vaccine development
approaches have been employed in the pursuit of an improved Q fever vaccine, but none
have surmounted the potency of Q-Vax®. With a better understanding of C. burnetii–host
interaction, including identification of immunogenic antigens and correlates of protection,
Q fever vaccine development will be greatly enhanced.

2. Correlates of Protection and Immunologic Considerations for an Effective Q Fever
Vaccine

For effective vaccine design and implementation, identification of protective corre-
lates of immunity is integral. Typically, these correlates involve protective immunologic
components of the vaccine response that are required, responsible for, or closely related to
protection [38]. Historically, antibody levels and functional immune metrics have served as
correlates of protection for pathogens such as the measles and smallpox viruses. Important
considerations for the process of defining correlates of vaccine-mediated protection include
defining protective ability throughout the biological disease process (e.g., correlates of
protection from infection, dissemination, morbidity, and mortality may be distinct) and
dose–responsive effects on correlates of protection (e.g., the impact of vaccine and infec-
tious doses). In the case of primary Q fever and C. burnetii vaccination, investigating and
defining correlates of protection following both primary infection and secondary immunity
are worthwhile pursuits. Indeed, these results may vary depending on factors such as the
vaccine type, vaccine or challenge dose, and host organism, but a general understanding of
WCV-induced immunity and corresponding protective factors are crucial for the design of
an improved Q fever vaccine.

2.1. Rodent Models

Generally, adaptive immune responses are associated with vaccine-mediated protec-
tion, with antibody titers and cellular readouts representing primary correlates of protection
for many vaccines. For C. burnetii, the adaptive immune response appears to be impera-
tive for protective responses following both vaccination and natural infection. In murine
models, an early role for T and B cells was established in primary clearance following in-
fection, with T cells demonstrating importance in pathogen control and elimination [39,40].
The ability of passively transferred immune sera from WCV vaccinated mice to provide
convincing protection in pre-immune mice in response to virulent C. burnetii challenge
further emphasizes the potential protective capability of B cells following C. burnetii vac-
cination [41,42]. Adoptive transfer of immune sera or splenocytes from phase I WCV
vaccinated mice into naive mice reduced splenomegaly at a level comparable to that of
phase I WCV administration itself prior to challenge [24], further supporting a role for
both cell-mediated and humoral immune responses in WCV-induced protective responses.
Further, this study demonstrated that only adoptive transfer of immune splenocytes or
T cells into SCID mice could prevent splenomegaly and reduce splenic bacterial burden
upon C. burnetii challenge, something that transfer of neither sera nor B cells could do. Con-
trastingly, both cellular and humoral components were able to reduce clinical disease, as
reflected by a lack of significant weight loss in SCID mice following transfer and challenge.
Ultimately, this study demonstrated the overall importance of cell-mediated immunity
for host clearance of C. burnetii in a murine model contrasted by the dispensability of
humoral immunity for this function. Similarly, Read et al. demonstrated that SCID mice
reconstituted with CD4+ or CD8+ T cells were able to control pulmonary infection better
than their non-reconstituted counterparts or those reconstituted with B cells [43]. Indeed,
humoral immunity seems to play a distinct role in primary clearance and WCV-induced
protection, with critical importance in the prevention of clinical disease. The roles of B
cells and antibody in this response should be further elucidated, particularly in relation to
potential interactions with T cells (e.g., T follicular helper cells).

Together these studies indicate that T-cell responses are critical for bacterial clearance
following infectious challenge. Building on these findings, murine models revealed roles
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for MHC-I and MHC-II molecules in primary C. burnetii infection clearance [44] and MHC-
II CD4+ T-cell-dependent and -independent mechanisms in vaccine-induced protective
responses [45]. Further, a role was established for the transcription factor Tbet in a murine
pulmonary C. burnetii infection model, with Tbet−/− mice displaying reduced ability to
control bacterial spread, experiencing persistent infection and increased granuloma for-
mation [46]. These findings are supported by that of a murine vaccine–challenge study
demonstrating the induction of Th1 responses following phase I and II WCV vaccination
and challenge [24]. Despite the dampened protective efficacy of phase II WCV, Th1 re-
sponses of comparable magnitude were observed compared to phase I WCV. A recent
study demonstrated enhanced interferon-γ (IFN-γ)-producing CD4+ T cells from secondary
lymphoid organs in mice vaccinated with phase I WCV compared to that of phase II WCV
vaccinated mice [47]. Similar findings were reported in a study utilizing murine infection
models with various genetically altered strains [48]. This study revealed that IFN-γ is
required for early protection against primary C. burnetii infection. Tbet has demonstrated
significance beyond the orchestration of CD4+ Th1 responses [49], and Th1-independent
roles for Tbet were demonstrated in a murine C. burnetii phase I WCV vaccine–challenge
model [45]. Accordingly, Cd4−/− and Tbet−/− mice demonstrated variable protection
following vaccination and challenge, with Tbet−/− mice appearing to experience more
severe disease and less efficient bacterial clearance. These data suggest that Tbet and Th1-
mediated responses are involved in both primary and WCV-induced C. burnetii clearance in
murine models, although more investigation is warranted to elucidate specific underlying
mechanisms. The apparent importance of T-cell-independent responses involving Tbet and
MHC-II illustrate the complexity of protective responses. In a guinea pig model, draining
lymph node cellularity and T-cell metrics were distinct two weeks following intraperi-
toneal infection in naive and phase I WCV vaccinated animals, indicating heterogeneity in
primary and secondary immune responses [50]. Overall, specific mechanisms of primary
and secondary immune-mediated clearance of C. burnetii remain to be fully investigated,
particularly in relation to T-cell subset behavior and T-cell-independent processes.

Macrophages are a major target cell for C. burnetii infection and have been studied
extensively in this context. Antigen-presenting cells, such as macrophages and dendritic
cells, are known to contribute to vaccine-mediated immunity to various intracellular
pathogens, primarily due to the fact of their role in bridging innate and adaptive immune
responses and initiating cell-mediated immune responses. Indeed, cell-mediated immunity
in response to C. burnetii phase I WCV has been associated with T-cell-dependent activation
of macrophages in a guinea pig model [51,52]. Murine bone-marrow-derived dendritic
cells (BMDCs) stimulated with recombinant C. burnetii protein antigens (i.e., Com1 and
Mip) were able to confer slight protective effects (as measured by reduced early splenic C.
burnetii load in challenged mice) following vaccination [53]. Although this vaccine strategy
may not be technically feasible, these results suggested a possible role for dendritic cells in
vaccine-mediated protection against C. burnetii. In a separate study, BMDCs from C57Bl/6
mice were simulated with phase I or II WCV ex vivo and assayed for maturation markers
and migratory ability, with phase I WCV stimulated cells displaying increased maturation
and migratory ability [47]; these findings corresponded with larger draining lymph node
size in mice given phase I WCV stimulated BDMCs in an ovalbumin OTII model. In
contrast, Ccr7−/− mice are able to control C. burnetii infection following phase I WCV
vaccination, although this protection may be mediated by anti-phase I LPS IgG production
in Ccr7−/− mice [47]. In murine models, innate, cell-mediated, and humoral immunity
appear to contribute to vaccine-induced immunity to C. burnetii, and antigen-presenting
cells may play an important part in the orchestration of these responses.

2.2. Humans

In mice, WCV-induced protective responses are associated with increased C. burnetii-
specific antibody titers and T-cell specific responses, but is this also evidenced in humans?
Indeed, B and T cells appear to be involved in various stages of natural and vaccine-induced
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immune responses in humans, with long-lasting C. burnetii-specific T cell reactivity [54,55]
and antibody titers [55–57] persisting following exposure to C. burnetii or phase I WCV.
Acute Q fever patient sera has revealed an early C. burnetii phase II-specific humoral
response followed by mounting Phase I-specific IgA, IgG, and IgM antibody responses [58].
Patients with persistent infections typically exhibit strong IgG and IgA C. burnetii Phase
I-specific responses. In line with infection responses, human seronegative volunteers
receiving WCV have exhibited phase I-specific IgM responses with a minor phase II-specific
IgM and IgG components, while seropositive volunteers receiving WCV displayed Phase
I-specific IgA, IgG, and IgM responses along with phase II-specific IgG and complement
fixing responses, mirroring the humoral profile of those experiencing a positive skin
test [58,59]. Serum from a sensitized individual experiencing a positive skin test was
fractionated and assayed in a mouse seroprotection test, indicating that most protective
activity was associated with phase I-specific IgM fractions. Accordingly, this fraction was
able to suppress C. burnetii growth in vivo.

In a south Australian clinical trial with more than 1600 abattoir workers, vaccina-
tion with phase I WCV resulted in seroconversion of 30–60% of vaccines [60]. Despite
this limited percentage of seroconversion, there were no cases of Q fever in vaccinated
individuals who had sufficient time to develop immunity prior to infectious exposure.
Like murine studies, this clinical trial indicates that antibody levels are not a direct cor-
relate of protection from infection. Data obtained from infected individuals following
natural outbreaks have provided valuable insight into the magnitude and duration of
C. burnetii-specific humoral responses. Following the 2007–2011 Q fever outbreak in the
Netherlands, C. burnetii-specific IgG half-life averaged 318 days, exemplifying the potential
for long-lasting humoral responses in humans following natural infection [57]. In another
study following patients impacted by an Australian Q fever outbreak [56], approximately
20% of previously infected individuals were seronegative 3–6 years following exposure.
Importantly, the influence of chronic, persistent infections or continued environmental C.
burnetii exposure may impact these data but does not appear to account for most persistent
antibody responses. Although humoral responsiveness has been routinely described in
human subjects and patients, definite correlation of antibody titer/function and protection
has not been established. In fact, antibody seroconversion rates generally appear to be
lower and less durable than cell-mediated markers following phase I WCV vaccination [61].
Given the sporadic nature of Q fever outbreaks and challenges involving clinical trials,
establishing any associations between humoral responses and level of protection may be
difficult.

Human-derived humoral data suggest a role for immunologic components beyond
antibodies in long-lived protective responses following both infection and WCV vaccina-
tion. Substantial information can be gleaned from reports of the 1981–1988 clinical trial
of a phase I WCV (the immediate predecessor to Q-Vax®). In this trial, vaccine-induced
protection was measured by the absence of Q fever cases in vaccinated subjects (although
complicating factors, such as post-vaccination occupational exposure to C. burnetii, could
not be controlled). Short-term cellular and humoral responses were quantified and ap-
peared to correlate with vaccine-induced protection [54]. C. burnetii-specific antibodies
were detected in 80–82% of vaccinees shortly following vaccination (from several weeks to
3 months) characterized by phase I and II IgM, followed by largely phase I IgG responses
20–60 months after vaccination, with an overall seropositivity rate of 64% among vaccinees
at these later time points. Despite waning antibody titers, nearly two years following
WCV vaccination, cellular immune responses were maintained in approximately 95% of
vaccinated individuals five years following vaccination [54].The cell-mediated response
was quantified via peripheral blood mononuclear cell (PBMC) lymphocyte stimulation
index (LSI) and the 87–95% LSI positivity demonstrated by vaccinees one month after vac-
cination was sustained five years after vaccination, with T cells being identified as the main
drivers of this response. Interestingly, these responses were reported to be cross-reactive
with the Nine Mile and Priscilla strains of C. burnetii, which reside in divergent genomic
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groups, displaying the potential for heterologous protection by WCV, which has since been
demonstrated in animal models [62,63]. Notably, skin test reactivity has been proposed
as an indicator of post-WCV vaccination immune status [64]. Skin test reactivity appears
to correlate with lymphocyte transformation assays, further indicating that cell-mediated
immunity is likely a key player in WCV-induced protective responses. To further inves-
tigate cellular responses to vaccination, Izzo and Marmion investigated IFN-γ responses
in WCV-vaccinated individuals at low risk for natural C. burnetii exposure [65]. Nearly
75% of vaccinees exhibited a positive LSI accompanied by IFN-y production following
vaccination. Although IFN-γ production is associated with protective responses following
vaccination, it may also contribute to prolonged disease in individuals following natural
infections. Specifically, IFN-γ production has been associated with post-Q fever fatigue
syndrome [66] and chronic infections [67,68].

2.3. Summary

Although correlates of protection for C. burnetii vaccination are yet to be fully eluci-
dated, it appears that both innate and adaptive mediators are involved in the protective
response to WCV vaccination. This is particularly evident in murine models. Overall,
murine and human-derived data indicate that cellular immunity may be a promising
correlate of phase I WCV-mediated protection in contrast to humoral immunity. An ef-
fective Q fever vaccine would likely need to stimulate adaptive responses, specifically
inducing Th1 differentiation with an appropriate innate stimulation. The unique ability of
C. burnetii phase I WCV to stimulate long-lasting T-cell-mediated immunity is a fascinating
observation. This should be further investigated, and related research may lead to key
insights for Q fever vaccine development and beyond.

In the absence of abundant human data and previously established correlates of
protection for phase I WCVs, will we be able to define correlates of protection for C.
burnetii vaccines? Many factors have contributed to this quandary: duration of protection
following vaccination has not been formally established, natural outbreaks of Q fever are
not abundant, and human studies with C. burnetii face ethical constraints. Continued
investigation in animal models and humans are needed to resolve open-ended questions,
such as mechanisms of antibody-mediated immunity, T cell function, suitable adjuvants
or innate stimuli, and antigenic targets of immunoprotective responses, with the goal of
defining correlates of protection to aid in the design of an improved Q fever vaccine.

3. The Role of Bacterial Antigens in C. burnetii Vaccine-Induced Protection
3.1. Antigenic Identification

Due to the apparent importance of the adaptive immune response in vaccine-mediated
protection, lymphocyte-based antigen identification and epitope mapping has been car-
ried out in murine vaccination models. Recent work has focused on identifying both T-
and B-cell-specific antigenic epitopes that may be employed in Q fever vaccine design.
Immunodominant antigen identification was undertaken in a murine sublethal C. bur-
netii infection model [69], revealing numerous immunoreactive antigens in convalescent
mouse sera, which appeared at different time points post-infection. Antigens derived
from similar methods, cloned, and tested in a murine vaccination–challenge model did
not confer protection against disease as measured by splenomegaly [70]. In humans, sera
from convalescent and chronic Q fever patients were examined via protein microarray,
revealing IgM- and IgG-reactive proteins unique to both disease states [71]; hundreds of
seroreactive antigens were identified including surface-exposed proteins such as Com1
(CBU1910). Similar studies have revealed unique seroreactive proteins in convalescent
murine and human sera [72–75]. Limited data are available from studies profiling antigenic
reactivity in vaccinated animals or humans, and this is an important area of investigation
in the context of rational vaccine design, as antigenic epitopes may or may not overlap
in convalescent and vaccinated sera. Overall, humoral antigenicity remains an important
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area of investigation in C. burnetii research, but T cell antigens may be more important in
vaccine-induced immunity.

Accordingly, more data are available regarding T-cell antigenic identification in the
context of C. burnetii infection and vaccination. CD4+ T cell peptide epitopes were identi-
fied from immunodominant C. burnetii proteins based on high-affinity binding capacity
for MHC class II H2 I-Ab via bioinformatic analyses [76]. These epitopes were able to
stimulate CD4+ IFN-γ recall responses, induce Th1 responses in vaccinated mice, and lead
to slight protective responses after vaccination and challenge as measured by reduced
C. burnetii burden in the spleen and splenomegaly. Protection upon challenge was only
evident in mice vaccinated with multiple peptides, and this protective response was not as
potent as that of phase I WCV. Regardless, this study demonstrated the importance of Th1
responses in vaccine-induced protective immunity and the ability of antigenic C. burnetii
peptides to confer some degree of protection following vaccination and challenge in mice.
Beyond CD4+ cells, using bioinformatic prediction tools, a subset of putative CD8+ T cell
C. burnetii Type IV secretion system (T4SS) epitopes were identified as potential MHC-I
antigens [77]. Several peptides were identified using this approach and were able to elicit
CD8+ IFN-γ recall responses and induce some level of protection when added to a live
Listeria monocytogenes vaccine vector in a murine vaccine challenge model. Recently,
computational epitope identification was employed in mice expressing human MHC alle-
les [78]. Following subcutaneous WCV vaccination and intranasal challenge in these mice,
CyTOF was utilized to investigate primary and secondary adaptive immune responses.
Unsurprisingly, a general correlation of activated innate cells/lymphocytes was made with
positive vaccination status. Notable findings include increased expression of circulating
Ly6C+ T Cells (both CD4+ and CD8+CD73+ subpopulations) by day 10 post-vaccination
(or after initial infection in lieu of vaccination), increased CD44 expression on CD4+ T cells
by day 35 post-vaccination (possibly representing TCM cells), reduced circulating innate
myeloid cells, and a potential circulating immune signature (CD8+ TCM, CD4+ TEM, and
mature NK cells) associated with bacterial clearance in WCV vaccinated animals. Ly6C
expression and its association with T cell activation, CD8+ memory cells, and a CD4+
Th1 phenotype is certainly reasonable in the context of existing knowledge of murine C.
burnetii infection and vaccine responses. A Ly6C homologue has not been identified in
humans [79], but these murine data are still functionally valuable and lend insight into
immune populations involved in vaccine-induced protective responses.

T-cell-specific antigen identification has been carried out in humans as well, with
recent studies revealing epitopes potentially related to adaptive immune responses to
natural infection. Bioinformatically predicted T cell epitopes (HLA class II) from C. burnetii
proteins were able to induce durable T cell IFN-γ release responses in convalescent human
patients from the 2007–2010 Netherlands Q fever outbreak, nearly four years following
the resolution of the outbreak and presumed C. burnetii exposure [80]. The same set of
epitopes (both HLA class I and II) were tested against T cells from patients diagnosed with
persistent Q fever revealing significant epitope reactivity overlap among these patients and
the previous cohort (convalescent acute Q fever patients) with a generally stronger T-cell
stimulatory response in persistently infected individuals as measured by ELISpot [81].
In both studies, HLA class II epitopes were consistently more reactive than their class I
counterparts, a notable observation that may shed light on human protective responses.
The similarity in HLA class II epitope reactivity between patients who had cleared disease
(convalescent) and those who were not able to (persistent infection) was perhaps surprising
but was also accompanied by the identification of five epitopes specific in reactivity to
persistent patients alone. While these data shed light on T cell epitopes of potential
diagnostic and therapeutic value, further exploration is needed to define the practical value
of these findings. Long-term investigation of antigenic reactivity following infection and
similar examination of individuals who are vaccinated would provide unparalleled insight
into these responses.
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3.2. LPS as a Mediator of Protective Responses

Additional insight into the protective components of C. burnetii have been revealed
through bacterial fractionation and extraction methods. Kazar et al. tested the protective
efficacy of phase I WCV and phase I trichloroacetic acid (TCA) extract in a murine model
of homologous and heterologous intraperitoneal challenge [63]. Protective efficacy was
demonstrated by both vaccines, with phase I WCVs exhibiting slightly improved protection
as measured by splenic bacterial burden. Together, these data indicated that proteinaceous
components of phase I WCV are important components of the protective response. In
contrast, in studies using recombinant or naturally isolated C. burnetii proteins as antigenic
stimuli, these proteins alone do not appear to provide sufficient immunostimulation to
confer protection comparable to phase WCV [70,79,82–84]. Important caveats to these data
are the reduced number of individual protein antigens in historical subunit formulations
and the varying influence of choice of adjuvant(s).

Phase I LPS appears to be an integral protective component of WCV-induced protective
responses. C. burnetii undergoes LPS phase variation in vitro which results in truncation of
phase I LPS to a phase II counterpart [25]. Recently, the phase variation process was directly
attributed to genetic mutations in LPS biosynthesis genes [25]. Accordingly, in matched
strains, phase variation does not appear to affect other C. burnetii components such as
proteins [85]. The requirement for phase I LPS in WCV-induced protective immunity was
first demonstrated by Williams et al. in an A/J mouse vaccine–challenge model [86]. Zhang
et al. built on these findings using a BALB/c vaccine–challenge model [24]. By comparing
the protective efficacy of phase I and II WCVs in this model, distinct protective responses
were revealed. Phase I WCV induced strong protection in contrast to phase II WCV, as
measured by degree of splenomegaly. Importantly, by demonstrating the protective efficacy
of phase I LPS and phase II WCV plus phase I LPS that was indistinguishable from phase I
WCV, the important nature of this antigen was established for protective responses. Again,
the LPS purity is questionable, but these results indicate a minor role for protein antigens
in the protective response. Despite extensive analysis, no exclusive correlates of protection
emerged from this study. Unique protein and non-protein-based IgG-reactive compounds
in vaccinated sera were identified for phase I and II WCV vaccinated mice, potentially
revealing antigenic targets associated with protection. Further, although phase I and II
WCV-induced immune responses were similar in makeup, the magnitude of the former
was higher, possibly implicating Th1 and IgG2 responses as correlates of protection in the
murine model.

Based on the observation that phase I LPS plays a major role in WCV-induced protec-
tive responses, Peng et al. developed an LPS peptide mimic vaccine based on protective
monoclonal antibody (mAb) reactivity [86]. This study demonstrated the ability of a phase
I LPS-specific mAb to inhibit infection in a murine model when pre-treated with C. bur-
netii prior to infection. This suggested a direct role for phase I LPS epitopes in protective
responses. Additionally, a LPS mimic peptide-keyhole limpet hemocyanin (KLH) conju-
gate vaccine candidate demonstrated immunogenicity and protective potential against C.
burnetii challenge, although not to the same degree as that of phase I WCV. These data
paired with human phase I-specific adaptive responses following vaccination and challenge
suggest that phase I LPS (O-antigen) epitopes are major players in protective C. burnetii
responses.

Further investment is warranted in antigen discovery for Q fever vaccine development
to aid in the rational design of modern vaccines. Additionally, a better understanding of
the role of phase I LPS and relevant protective epitopes in vaccine-induced protection is
needed. Although significant advancements have been made in both areas, much remains
unknown, and this information is likely integral for an improved Q fever vaccine that
retains potent efficacy and durability.
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4. Current Approaches in Q Fever Vaccine Development

The future of Q fever vaccine development may be defined by the desired features
of a next-generation, improved vaccine. The use of Q-Vax® and other phase I WCVs as
theoretical stepping stones will likely allow for the rational establishment of these features.
Phase I WCVs display many advantages including potent immunogenicity, stimulation
of durable immunity, and a single-dose immunization regimen. The downsides of phase
I WCVs include the potential for a PVH response and the accompanying cumbersome
pre-vaccination screening process along with production difficulties (e.g., high containment
settings, US DSAT Select Agent status; Figure 1a). Through these observations, it is evident
that an improved Q fever vaccine would mitigate the potential for a post-vaccination
hypersensitivity response, induce protection at a comparable level to phase I WCVs, and
be administered via a single-dose regimen. In this spirit, several approaches have been
undertaken, including modification of WCVs, subunit vaccines, and LPS-based vaccines
(Figure 1b).
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towards (c) an improved Q fever vaccine.

4.1. Modified WCVs

Modification of C. burnetii WCVs began with chemical extraction methods to miti-
gate reactogenicity. Chloroform–methanol extraction was used to generate chloroform–
methanol residue (CMR) vaccines for Q fever [16]. Broadly, this process results in the
separation of lipids (extract) and proteins (residue) [87]; multiple studies using animal
models have demonstrated reduced reactogenicity and varying levels of protection of
phase I CMR vaccine compared to phase I WCV [16,18,88–92]. Moving beyond animal
models, human trials were performed with phase I CMR due to the fact of its promise as an
immunogenic, non-reactive vaccine candidate in animal models. An initial human clinical
study employed a single dose of CMR resulting in minimal adverse reactions at lower doses
(30 µg and 60 µg), although dermal reactions were observed in several participants at 120
and 240 µg doses. Durable humoral and cell-mediated responses were noted in participants
receiving 120 and 240 µg doses, with 73–90% of participants mounting C. burnetii-specific
IgM responses, 20–40% mounting C. burnetii phase II-specific IgG responses, and 30–40%
displaying PBMC T cell proliferation responses to C. burnetii [93]. Next, the CMR vaccine
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was tested in a prime-boost, escalating dose regimen (0.3–60 µg), demonstrating safety
and immunogenic responses after the second immunization [17], and the importance of
a two-dose regimen for the CMR vaccine. Recently, the CMR vaccine was administered
intratracheally or subcutaneously to BALB/c mice three times followed by intratracheal
C. burnetii challenge [94]. This study revealed enhanced lung mucosal immune responses
following repeated intranasal vaccination compared to that of subcutaneous vaccination,
as demonstrated by increased IgA levels in bronchoalveolar lavage fluid [94]. Additionally,
general splenic T cell cytokine production was enhanced following intratracheal vacci-
nation. Following intratracheal vaccination and subsequent challenge, animals did not
display enhanced protection compared to their subcutaneous counterparts, except for
reduced lung bacterial burden. The mucosal responses stimulated by this unique route of
vaccination are intriguing and should be included in future Q fever vaccine development
considerations.

The development of modified WCVs has evolved along with the development of
genetic tools for C. burnetii. Accordingly, a recent study demonstrated protective efficacy
of genetically modified phase I WCV in a guinea pig vaccine–intraperitoneal challenge
model [50]. By genetically removing the C. burnetii dot/icm locus, which encodes the
bacterium’s Type IV Secretion System (T4SS), the resultant strain retained phase I LPS ex-
pression but was avirulent in a high-dose (106) guinea pig intraperitoneal challenge model.
As this avirulence is due to a non-revertible, large genetic deletion, these data demonstrate
potential for DSAT select agent exclusion, a clear advantage for vaccine production efforts.
This genetically modified WCV also demonstrated protection comparable to phase I WCV
but did not completely mitigate reactogenicity, suggesting that the T4SS is dispensable for
vaccine-induced protection but not solely responsible for reactogenicity. While efforts to
modify WCVs capitalize on the potent protective efficacy of C. burnetii and its seemingly
multifactorial antigen repertoire, issues with immunogenicity and reactogenicity remain.
Notably, the development of an axenic media for C. burnetiid [36] has improved production
prospects for whole-cell-based vaccines, simplifying culturing methods, and eliminating
the need for potentially allergenic components such as eggs. In the future, identification of
the bacterial component(s) responsible for reactogenicity will likely aid in the development
of non-reactive, modified WCVs.

4.2. Subunit Vaccines

Subunit vaccines are typically composed of antigenic components (e.g., purified or
recombinant proteins, peptides, and polysaccharides) [95] with supplemental adjuvant
due to the relatively dampened immunogenicity compared to WCVs. Subunit vaccines
are particularly valuable for potentially reduced reactogenicity and adverse reactions, a
clear concern with existing C. burnetii WCVs. As previously noted, subunit vaccines have
been developed for C. burnetii but have not demonstrated comparable protection as that
of phase I WCV. Early subunit vaccine efforts were conducted by Williams et al. and
involved the creation of multivalent subunit vaccines [84]. This study demonstrated the
ability of purified P1 (CBU0311) to induce some degree of protective immunity following
intraperitoneal challenge based on reduced splenomegaly and spleen C. burnetii burden
compared to mock-vaccinated mice, although phase I WCV was not included in these
experiments as a positive control. Subsequent efforts to identify and evaluate proteins
suitable for subunit vaccine use yielded an outer membrane protein composed of 17 amino
acids and devoid of LPS, which induced immunogenicity (both in humoral and cell-
mediated immune assays and post-vaccination skin testing assays) and protective efficacy
in rodent models [96]. The potential for contamination of isolated proteins with additional
C. burnetii components, such as LPS, may play a role in the protective efficacy demonstrated
by some isolated proteins. Beyond isolation of bacterial proteins for subunit vaccines,
recombinant-based approaches have been employed. Zhang et al. demonstrated a lack of
protective efficacy of individual recombinant proteins Mip (CBU0630), P1 (CBU0311), and
P28 (CBU0952) in a BALB/c murine vaccine–challenge model [70]. Improved efficacy was



Pathogens 2021, 10, 1223 11 of 17

achieved by fusing several recombinant proteins together (e.g., p1 and HspB) as opposed
to using single proteins [82]; both vaccine candidates contained Freund’s adjuvant and
were administered on a two-booster schedule. Although reduction of splenomegaly was
comparable to that of phase I WCV-immunized mice, splenic C. burnetii loads appeared
to be higher in P1-HspB-vaccinated animals following challenge. Despite the addition
of adjuvant and booster vaccinations, this multivalent recombinant subunit vaccine was
unable to completely match the protection afforded by a single administration of phase I
WCV, demonstrating the powerful protective effect of this formulation.

The apparent requirement of additional stimuli beyond proteinaceous subunit compo-
nents and single adjuvants has been appreciated, as evidenced by several recent vaccine
design strategies. In accordance with the importance of phase I LPS in vaccine-induced
protective responses, an LPS peptide mimic-KLH conjugate vaccine was developed by
Peng et al. based on mAb screening, demonstrating some protective efficacy, albeit not
to the level of phase I WCV [86]. Harnessing the power of multiple adjuvants, Gilkes
et al. designed and evaluated a multivalent, recombinant subunit vaccine formulated with
multiple toll-like receptor (TLR) adjuvants utilizing adjuvant-linking technology to reduce
the possibility of toxicity and enhance immunogenicity [83]. Incorporating previously
identified putative proteinaceous C. burnetii antigens into this adjuvant system, immuno-
genicity and protective efficacy of resultant vaccines were evaluated in murine and guinea
pig models. Various vaccine formulations demonstrated promising protective efficacy
in a guinea pig vaccine–intratracheal challenge model following a booster vaccination
and 49 day prime-challenge window. Body weight change, lung histopathology scores,
and lung weight were comparable between phase I WCV and subunit vaccinated animals
following challenge, and splenomegaly appeared to be consistently lower in phase I WCV
vaccinated animals. The use of various adjuvant formulations yielded insight into innate
immune mechanisms associated with vaccine-induced protective immunity. Specifically,
TLR4, 7, and 9 appeared to be imperative for optimal subunit vaccine-induced protective
responses, presumably (at least in part) due to the fact of their role in the induction of
Th1 effector responses. Although these subunit vaccines require a multi-dose regimen,
this demonstration of protective efficacy is promising. Post-vaccination hypersensitivity
modeling revealed a range of dermal histopathologic reactions among the subunit vaccine
candidates, some comparable to phase I WCV. Notably, C. burnetii antigens in the absence
of adjuvant did not induce reactogenicity, indicating that C. burnetii antigens combined
with the innate stimuli of adjuvants may be required for induction of the hypersensitivity
response observed following phase I WCV vaccination. Subunit vaccine development for C.
burnetii has been hindered due to the lack of understanding of immunogenic antigens and
epitopes and the apparent requirement for additional stimuli beyond single proteinaceous
antigens for strong protective responses. Novel antigen and adjuvant formulations will
likely be introduced for C. burnetii subunit vaccines in the future, and these candidates will
need to address the issues of sufficient immunogenicity, the implications of multi-dose
immunization regimens, and reactogenicity.

4.3. Coxiellosis Vaccines

Vaccines for the livestock disease caused by C. burnetii, Coxiellosis, are a subject of
current study and past developments. Coxiellosis is marked by abortion and infertility
and can be rapidly spread among livestock, causing significant economic losses, livestock
morbidity, and initiating human Q fever outbreaks. Accordingly, livestock vaccination
has been implemented as a preventative and control measure. Inactivated WCVs have
been primarily utilized for this purpose. Adverse effects, such as injection site reactions
and increased body temperature, can occur in livestock following WCV vaccination [97],
although the immunologic mechanisms are unknown. CMR vaccines have been proposed
for C. burnetii control in livestock, as they have demonstrated reduced reactogenicity in
both livestock and humans [98]. C. burnetii vaccination of livestock has yielded variable
results in terms of protective efficacy and population control [6,99]. Generally, it appears
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that vaccination of uninfected animals may lead to protection, but the same cannot be said
for that of pre-infected animals. Currently, two C. burnetii vaccines, Coxevac® (CEVA Santé
Animale, Libourne, France) and Chlamyvax FQ® (Merial, Lyon, France), are available for
veterinary use in many parts of the world. These vaccines are inactivated WCVs, with
Chlamyvax FQ® also containing inactivated Chlamydophilia abortus, a bacterial pathogen
also known to cause adverse fertility effects. Coxevac® is a phase I vaccine, while Chlamy-
vax FQ® is a phase II vaccine. The LPS composition of these WCVs appears to affect
protective efficacy as demonstrated by a goat vaccination study showing reduced bacterial
shedding and abortions in phase I vaccinated animals compared to that of the phase II
vaccinated animals which experienced no clinical benefit [100]. The questionable efficacy
and cumbersome implementation of veterinary C. burnetii vaccination has contributed to
limited vaccine usage in this context. Although this article focuses on Q fever vaccines
for human use, the use of Coxiellosis vaccines for pathogen control at the reservoir level
appears to be a promising strategy to prevent future naturally occurring outbreaks of C.
burnetii associated with livestock that may be transmitted to humans [101,102]. Accordingly,
further development of Coxiellosis vaccines would be valuable for animal and human
health alike.

5. Looking towards the Future: Considerations for an Improved Q Fever Vaccine

C. burnetii is a unique pathogen due to the fact of its intracellular lifestyle, natural
history, and ability to induce complex immune responses that are not yet fully understood.
Currently, most studies have utilized phase I WCV to probe C. burnetii vaccine immune
responses and identify protective bacterial components in both animal models and humans.
Although phase I WCV was first introduced for Q fever prophylaxis shortly after its
discovery in the 1930s, the only licensed Q fever vaccine of modern times, Q-Vax®, is a
modern iteration of the original version. Years of progress have unfolded in the study
of C. burnetii and Q fever, resulting in enhanced understanding of this pathogen and its
interactions with host organisms. Accordingly, novel vaccine development strategies,
such as modified WCVs, subunit vaccines, and LPS mimic vaccines, have been employed
and evaluated in both animal models and humans. Additionally, basic scientific and
clinical studies have contributed to our understanding of C. burnetii virulence determinants,
protective responses, protective antigens, and more.

Despite this progress, a substantial barrier in the development of improved Q fever
vaccines appears to be a lack of understanding of the antigenic determinants of C. burnetii
and protective correlates of Q fever vaccination. Potent immunity induced by phase I
WCVs appears to require a complex milieu of bacterial components, likely including phase
I LPS, proteins, and bacterial structures serving as adjuvants. Additionally, the stimulatory
effects of phase I WCV may be related to the potential slow elimination of WCV and persis-
tent local immune stimulation, although this remains to be investigated. Vaccine design
strategies ignoring this complex interplay are likely to encounter challenges. As such,
an understanding of the bacterial determinants of immunity and resultant host immune
responses will be extremely valuable for continued vaccine development strategies.

Additional considerations for modern Q fever vaccine development include the (1) im-
portance of heterologous protection, particularly against epidemic strains; (2) route of
vaccination; (3) continued development and refinement of animal models.

(1) Genomic typing efforts have revealed diverse C. burnetii strain composition, with
eight genomic groups established by diverse genomic analysis methods [103–105]. In
animal models of infection, these strains yield varied virulence profiles [23,63] and have
been associated with acute and persistent or chronic forms of Q fever disease by genomic
grouping [105]. Further, distinct phase I LPS O-antigen profiles have been associated with
diverse C. burnetii strains [106]. Historic data suggest that LPS heterogeneity does not
alter vaccine immunogenicity and efficacy [84], and monovalent WCVs appear to induce
heterologous protection in animal models [63,84]. Observations in humans also support
this notion, as phase I WCVs used in humans yielded protection against presumably
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heterogeneous challenge strains. Together, these observations support the idea that phase
I WCVs offer heterologous protection and that protective antigens are shared among
genetically diverse strains of C. burnetii, offering good news for future Q fever vaccine
development efforts. Regardless, with novel C. burnetii strains emerging worldwide,
the potential for strain-specific antigenic escape is a relevant consideration, particularly
considering more reductionist vaccine approaches such as subunit formulations;

(2) Historically, the subcutaneous route has been employed to administer C. burnetii
phase I WCV to humans and animals. While this has not appeared to alter protective
efficacy, as this vaccine appears to be capable of inducing potent immune responses, consid-
eration of alternative routes of vaccination is intriguing for several reasons. First, the route
of immunization may be important for non-WCV vaccines that are not as immunologically
potent. Stimulation of mucosal immunity, as demonstrated by intratracheal administra-
tion of CMR in mice [94], may enhance local immunity to C. burnetii, aiding in modern
vaccine design efforts. Secondly, the route of exposure may have a mitigating effect on
post-vaccination hypersensitivity. Lastly, with general advancements in non-parenteral vac-
cine delivery [107] and renewed interest in these strategies due to the ongoing COVID-19
pandemic [108], similar approaches could be promising for Q fever vaccine development;

(3) Animal modeling remains an integral tool in our understanding of C. burnetii–host
interactions. Recent advancements, such as the validation of intratracheal C. burnetii in-
fection models from rodents to non-human primates [109], are important for continued
advancement towards an improved Q fever vaccine. The transient nature of natural Q
fever outbreaks and ethical considerations limit the practicality of human clinical trials
to demonstrate vaccine efficacy. As such, the US FDA’s Animal Rule will likely be uti-
lized in the licensing of a future Q fever vaccine as demonstrated by the 2015 approval
of BioThrax® (Emergent BioDefense Corporation, Lansing, MI, USA) for Anthrax post-
exposure prophylaxis [110]. Further validation and development of animal models of
Q fever and post-vaccination hypersensitivity responses will likely be important for this
purpose, among others.

The path to a non-reactive Q fever vaccine that is simple to produce and administer
and that induces potent and durable protection against C. burnetii (Figure 1c) will be paved
by continued studies aiming to decipher the complex interplay between C. burnetii and the
host immune system. Indeed, many novel vaccine technologies spark interest but require
knowledge of antigenic targets and immunologic responses that the C. burnetii field has not
yet ascertained. As we continue to unravel the mechanisms of C. burnetii–host interactions
we will move closer to a next-generation Q fever vaccine that will benefit people around
the world.

Funding: This work was supported by the Intramural Research Program of the National Institutes of
Health, National Institute of Allergy and Infectious Diseases (ZIAAI001331).

Institutional Review Board Statement: Not applicable.

Informed Consent Statement: Not applicable.

Data Availability Statement: Not applicable.

Acknowledgments: The author would like to thank Robert Heinzen and Frank DeLeo for critical
review of the manuscript. Figure 1 was created using Biorender.com.

Conflicts of Interest: The author declares no conflict of interest.

References
1. Angelakis, E.; Raoult, D. Q Fever. Vet. Microbiol. 2010, 140, 297–309. [CrossRef]
2. Honarmand, H. Q Fever: An Old but Still a Poorly Understood Disease. Interdiscip. Perspect. Infect. Dis. 2012, 2012, 131932.

[CrossRef]
3. Madariaga, M.G.; Rezai, K.; Trenholme, G.M.; Weinstein, R.A. Q fever: A biological weapon in your backyard. Lancet. Infect. Dis.

2003, 3, 709–721. [CrossRef]
4. Cox, H.R. Rickettsia Diaporica and American Q Fever. Am. J. Trop. Med. 1940, 1, 463–469. [CrossRef]

Biorender.com
http://doi.org/10.1016/j.vetmic.2009.07.016
http://doi.org/10.1155/2012/131932
http://doi.org/10.1016/S1473-3099(03)00804-1
http://doi.org/10.4269/ajtmh.1940.s1-20.463


Pathogens 2021, 10, 1223 14 of 17

5. Smadel, J.E.; Snyder, M.J.; Robbins, F.C. Vaccination against Q fever. Am. J. Hyg. 1948, 47, 71–81. [CrossRef]
6. Maurin, M.; Raoult, D. Q fever. Clin. Microbiol. Rev. 1999, 12, 518–553. [CrossRef]
7. Benenson, A.S.; Tigertt, W.D. Studies on Q fever in man. Trans. Assoc. Am. Physicians 1956, 69, 98–104.
8. Meiklejohn, G.; Lennette, E.H. Q fever in California. I. Observations on vaccination of human beings. Am. J. Hyg. 1950, 52, 54–64.
9. Bell, J.F.; Lackman, D.B.; Meis, A.; Hadlow, W.J. Recurrent reaction of site of Q fever vaccination in a sensitized person. Mil. Med.

1964, 129, 591–595. [CrossRef]
10. Schoffelen, T.; Herremans, T.; Sprong, T.; Nabuurs-Franssen, M.; van der Meer, J.W.; Joosten, L.A.; Netea, M.G.; Bijlmer, H.A.; van

Deuren, M. Immunogenicity of the Q fever skin test. J. Infect. 2014, 69, 161–164. [CrossRef]
11. Ormsbee, R.A.; Bell, E.J.; Lackman, D.B. Antigens of Coxiella burnetii. I. Extraction of antigens with non-aqueous organic solvents.

J. Immunol. 1962, 88, 741–749. [PubMed]
12. Lackman, D.B.; Bell, E.J.; Bell, J.F.; Pickens, E.G. Intradermal sensitivity testing in man with a purified vaccine for Q fever. Am. J.

Public Health Nations Health 1962, 52, 87–93. [CrossRef]
13. Ormsbee, R.A.; Bell, E.J.; Lackman, D.B.; Tallent, G. The influence of phase on the protective potency of Q fever vaccine. J.

Immunol. 1964, 92, 404–412.
14. Lackman, D.B.; Bell, J.F.; Larson, C.L.; Casey, M.L.; Benson, W.W. An intradermal sensitivity test for Q fever in man. Arch. Inst.

Pasteur Tunis 1959, 36, 557–569.
15. Q fever: Antigens and vaccines. Lancet 1984, 2, 1435–1436.
16. Williams, J.C.; Cantrell, J.L. Biological and immunological properties of Coxiella burnetii vaccines in C57BL/10ScN endotoxin-

nonresponder mice. Infect. Immun. 1982, 35, 1091–1102. [CrossRef] [PubMed]
17. Waag, D.M.; England, M.J.; Bolt, C.R.; Williams, J.C. Low-Dose Priming before Vaccination with the Phase I Chloroform-Methanol

Residue Vaccine against Q Fever Enhances Humoral and Cellular Immune Responses to Coxiella burnetii. Clin. Vaccine Immunol.
2008, 15, 1505–1512. [CrossRef]

18. Waag, D.M.; England, M.J.; Tammariello, R.F.; Byrne, W.R.; Gibbs, P.; Banfield, C.M.; Pitt, M.L. Comparative efficacy and
immunogenicity of Q fever chloroform:methanol residue (CMR) and phase I cellular (Q-Vax) vaccines in cynomolgus monkeys
challenged by aerosol. Vaccine 2002, 20, 2623–2634. [CrossRef]

19. Anacker, R.L.; Lackman, D.B.; Pickens, E.G.; Ribi, E. Antigenic and Skin-Reactive Properties of Fractions of Coxiella Burnetii. J.
Immunol. 1962, 89, 145.

20. Brezina, R.; Urvolgyi, J. Study of the antigenic structure of Coxiella burnetii. I. Extraction of Phase I antigenic component by
means of trichloroacetic acid. Acta Virol. 1962, 6, 4.

21. Stoker, M.G.; Fiset, P. Phase variation of the Nine Mile and other strains of Rickettsia burneti. Can. J. Microbiol. 1956, 2, 310–321.
[CrossRef]

22. Moos, A.; Hackstadt, T. Comparative virulence of intra- and interstrain lipopolysaccharide variants of Coxiella burnetii in the
guinea pig model. Infect. Immun. 1987, 55, 1144–1150. [CrossRef] [PubMed]

23. Long, C.M.; Beare, P.A.; Cockrell, D.C.; Larson, C.L.; Heinzen, R.A. Comparative virulence of diverse Coxiella burnetii strains.
Virulence 2019, 10, 133–150. [CrossRef]

24. Zhang, G.; Russell-Lodrigue, K.E.; Andoh, M.; Zhang, Y.; Hendrix, L.R.; Samuel, J.E. Mechanisms of vaccine-induced protective
immunity against Coxiella burnetii infection in BALB/c mice. J. Immunol. 2007, 179, 8372–8380. [CrossRef]

25. Beare, P.A.; Jeffrey, B.M.; Long, C.M.; Martens, C.M.; Heinzen, R.A. Genetic mechanisms of Coxiella burnetii lipopolysaccharide
phase variation. PLoS Pathog. 2018, 14, e1006922. [CrossRef]

26. Vivona, S.; Lowenthal, J.P.; Berman, S.; Benenson, A.S.; Smadel, J.E. Report of a field study with Q fever vaccine. Am. J. Hyg. 1964,
79, 143–153. [CrossRef]

27. Wisseman, C.L. Progress Report on the Development of Q Fever Vaccines. Mil. Med. 1964, 389–392. [CrossRef]
28. Genig, V.A. Experience in mass immunization of humans with the M-44 live vaccine against Q-fever. 2. Skin and oral routes of

immunization. Vopr. Virusol. 1965, 10, 703–707.
29. Robinson, D.M.; Hasty, S.E. Production of a potent vaccine from the attenuated M-44 strain of Coxiella burneti. Appl. Microbiol.

1974, 27, 777–783. [CrossRef]
30. Pittman, P.R.; Plotkin, S.A. Biodefense and Special Pathogen Vaccines. Plotkin’s Vaccines 2018, 149–160.e147. [CrossRef]
31. Ackland, J.R.; Worswick, D.A.; Marmion, B.P. Vaccine prophylaxis of Q fever. A follow-up study of the efficacy of Q-Vax (CSL)

1985-1990. Med. J. Aust. 1994, 160, 704–708. [CrossRef]
32. Sellens, E.; Bosward, K.L.; Willis, S.; Heller, J.; Cobbold, R.; Comeau, J.L.; Norris, J.M.; Dhand, N.K.; Wood, N. Frequency of

Adverse Events Following Q Fever Immunisation in Young Adults. Vaccines 2018, 6, 83. [CrossRef] [PubMed]
33. Isken, L.D.; Kraaij-Dirkzwager, M.; Vermeer-de Bondt, P.E.; Rümke, H.C.; Wijkmans, C.; Opstelten, W.; Timen, A. Implementation

of a Q fever vaccination program for high-risk patients in the Netherlands. Vaccine 2013, 31, 2617–2622. [CrossRef] [PubMed]
34. Ruiz, S.; Wolfe, D.N. Vaccination against Q fever for biodefense and public health indications. Front. Microbiol. 2014, 5, 726.

[CrossRef] [PubMed]
35. Long, C.M.; Marzi, A. Biodefence research two decades on: Worth the investment? Lancet Infect. Dis. 2021, 21, e222–e233.

[CrossRef]
36. Omsland, A.; Cockrell, D.C.; Howe, D.; Fischer, E.R.; Virtaneva, K.; Sturdevant, D.E.; Porcella, S.F.; Heinzen, R.A. Host cell-free

growth of the Q fever bacterium Coxiella burnetii. Proc. Natl. Acad. Sci. USA 2009, 106, 4430–4434. [CrossRef]

http://doi.org/10.1093/oxfordjournals.aje.a119187
http://doi.org/10.1128/CMR.12.4.518
http://doi.org/10.1093/milmed/129.7.591
http://doi.org/10.1016/j.jinf.2014.03.008
http://www.ncbi.nlm.nih.gov/pubmed/14482335
http://doi.org/10.2105/AJPH.52.1.87
http://doi.org/10.1128/iai.35.3.1091-1102.1982
http://www.ncbi.nlm.nih.gov/pubmed/7068212
http://doi.org/10.1128/CVI.00119-08
http://doi.org/10.1016/S0264-410X(02)00176-7
http://doi.org/10.1139/m56-036
http://doi.org/10.1128/iai.55.5.1144-1150.1987
http://www.ncbi.nlm.nih.gov/pubmed/3570458
http://doi.org/10.1080/21505594.2019.1575715
http://doi.org/10.4049/jimmunol.179.12.8372
http://doi.org/10.1371/journal.ppat.1006922
http://doi.org/10.1093/oxfordjournals.aje.a120370
http://doi.org/10.1093/milmed/129.5.389
http://doi.org/10.1128/am.27.4.777-783.1974
http://doi.org/10.1016/B978-0-323-35761-6.00012-2
http://doi.org/10.5694/j.1326-5377.1994.tb125909.x
http://doi.org/10.3390/vaccines6040083
http://www.ncbi.nlm.nih.gov/pubmed/30551615
http://doi.org/10.1016/j.vaccine.2013.03.062
http://www.ncbi.nlm.nih.gov/pubmed/23583810
http://doi.org/10.3389/fmicb.2014.00726
http://www.ncbi.nlm.nih.gov/pubmed/25566235
http://doi.org/10.1016/S1473-3099(21)00382-0
http://doi.org/10.1073/pnas.0812074106


Pathogens 2021, 10, 1223 15 of 17

37. Beare, P.A. Genetic manipulation of Coxiella burnetii. Adv. Exp. Med. Biol. 2012, 984, 249–271. [CrossRef]
38. Plotkin, S.A.; Plotkin, S.A. Correlates of Vaccine-Induced Immunity. Clin. Infect. Dis. 2008, 47, 401–409. [CrossRef]
39. Humphres, R.C.; Hinrichs, D.J. Role of antibody in Coxiella burnetii infection. Infect. Immun. 1981, 31, 641–645. [CrossRef]
40. Kazár, J.; El-Najdawi, E.; Brezina, R.; Schramek, S. Search for correlates of resistance to virulent challenge in mice immunized

with Coxiella burnetii. Acta Virol. 1977, 21, 422–430.
41. Zhang, G.; Zhang, Y.; Samuel, J.E. Components of protective immunity. Adv. Exp. Med. Biol. 2012, 984, 91–104. [CrossRef]
42. Shannon, J.G.; Cockrell, D.C.; Takahashi, K.; Stahl, G.L.; Heinzen, R.A. Antibody-mediated immunity to the obligate intracellular

bacterial pathogen Coxiella burnetii is Fc receptor- and complement-independent. BMC Immunol. 2009, 10, 26. [CrossRef]
[PubMed]

43. Read, A.J.; Erickson, S.; Harmsen, A.G. Role of CD4+ and CD8+ T Cells in Clearance of Primary Pulmonary Infection with
Coxiella burnetii. Infect. Immun. 2010, 78, 3019–3026. [CrossRef] [PubMed]

44. Buttrum, L.; Ledbetter, L.; Cherla, R.; Zhang, Y.; Mitchell, W.J.; Zhang, G. Both Major Histocompatibility Complex Class I (MHC-I)
and MHC-II Molecules Are Required, while MHC-I Appears To Play a Critical Role in Host Defense against Primary Coxiella
burnetii Infection. Infect. Immun. 2018, 86, e00602-17. [CrossRef]

45. Ledbetter, L.; Cherla, R.; Chambers, C.; Zhang, Y.; Mitchell, W.J.; Zhang, G. MHC-II-restricted, CD4(+) T cell-dependent and
-independent mechanisms are required for vaccine-induced protective immunity against Coxiella burnetii. Infect. Immun. 2019.
[CrossRef]

46. Mezouar, S.; Lepidi, H.; Omar Osman, I.; Gorvel, J.P.; Raoult, D.; Mege, J.L.; Bechah, Y. T-Bet Controls Susceptibility of Mice to
Coxiella burnetii Infection. Front. Microbiol. 2020, 11, 1546. [CrossRef]

47. Chen, C.; van Schaik, E.J.; Gregory, A.E.; Vigil, A.; Felgner, P.L.; Hendrix, L.R.; Faris, R.; Samuel, J.E. Chemokine Receptor 7 Is
Essential for Coxiella burnetii Whole-Cell Vaccine-Induced Cellular Immunity but Dispensable for Vaccine-Mediated Protective
Immunity. J. Infect. Dis. 2019, 220, 624–634. [CrossRef]

48. Andoh, M.; Zhang, G.; Russell-Lodrigue, K.E.; Shive, H.R.; Weeks, B.R.; Samuel, J.E. T cells are essential for bacterial clearance,
and gamma interferon, tumor necrosis factor alpha, and B cells are crucial for disease development in Coxiella burnetii infection
in mice. Infect. Immun. 2007, 75, 3245–3255. [CrossRef]

49. Pritchard, G.H.; Kedl, R.M.; Hunter, C.A. The evolving role of T-bet in resistance to infection. Nat. Rev. Immunol. 2019, 19, 398–410.
[CrossRef] [PubMed]

50. Long, C.M.; Beare, P.A.; Cockrell, D.C.; Fintzi, J.; Tesfamariam, M.; Shaia, C.I.; Heinzen, R.A. Contributions of lipopolysaccharide
and the type IVB secretion system to Coxiella burnetii vaccine efficacy and reactogenicity. NPJ Vaccines 2021, 6, 38. [CrossRef]
[PubMed]

51. Kishimoto, R.A.; Johnson, J.W.; Kenyon, R.H.; Ascher, M.S.; Larson, E.W.; Pedersen, C.E., Jr. Cell-mediated immune responses of
guinea pigs to an inactivated phase I Coxiella burnetii vaccine. Infect. Immun. 1978, 19, 194–198. [CrossRef] [PubMed]

52. Kishimoto, R.A.; Veltri, B.J.; Shirey, F.G.; Canonico, P.G.; Walker, J.S. Fat of Coxiella burnetti in macrophages from immune guinea
pigs. Infect. Immun. 1977, 15, 601–607. [CrossRef] [PubMed]

53. Xiong, X.; Meng, Y.; Wang, X.; Qi, Y.; Li, J.; Duan, C.; Wen, B. Mice immunized with bone marrow-derived dendritic cells
stimulated with recombinant Coxiella burnetii Com1 and Mip demonstrate enhanced bacterial clearance in association with a
Th1 immune response. Vaccine 2012, 30, 6809–6815. [CrossRef] [PubMed]

54. Marmion, B.P.; Ormsbee, R.A.; Kyrkou, M.; Wright, J.; Worswick, D.A.; Izzo, A.A.; Esterman, A.; Feery, B.; Shapiro, R.A. Vaccine
prophylaxis of abattoir-associated Q fever: Eight years’ experience in Australian abattoirs. Epidemiol. Infect. 1990, 104, 275–287.
[CrossRef] [PubMed]

55. Kersh, G.J.; Fitzpatrick, K.A.; Self, J.S.; Biggerstaff, B.J.; Massung, R.F. Long-Term immune responses to Coxiella burnetii after
vaccination. Clin. Vaccine Immunol. 2013, 20, 129–133. [CrossRef] [PubMed]

56. Hussain-Yusuf, H.; Islam, A.; Healy, B.; Lockhart, M.; Nguyen, C.; Sukocheva, O.; Stenos, J.; Graves, S. An analysis of Q fever
patients 6 years after an outbreak in Newport, Wales, UK. QJM Int. J. Med. 2012, 105, 1067–1073. [CrossRef]

57. Teunis, P.F.; Schimmer, B.; Notermans, D.W.; Leenders, A.C.; Wever, P.C.; Kretzschmar, M.E.; Schneeberger, P.M. Time-course of
antibody responses against Coxiella burnetii following acute Q fever. Epidemiol. Infect. 2013, 141, 62–73. [CrossRef]

58. Worswick, D.; Marmion, B.P. Antibody responses in acute and chronic Q fever and in subjects vaccinated against Q fever. J. Med.
Microbiol. 1985, 19, 281–296. [CrossRef]

59. Peacock, M.G.; Fiset, P.; Ormsbee, R.A.; Wisseman, C.L., Jr. Antibody response in man following a small intradermal inoculation
with Coxiella burnetii phase I vaccine. Acta Virol. 1979, 23, 73–81.

60. Marmion, B.P.; Ormsbee, R.A.; Kyrkou, M.; Wright, J.; Worswick, D.; Cameron, S.; Esterman, A.; Feery, B.; Collins, W. Vaccine
prophylaxis of abattoir-associated Q fever. Lancet 1984, 2, 1411–1414. [CrossRef]

61. Bond, K.A.; Franklin, L.J.; Sutton, B.; Firestone, S.M. Q-Vax Q fever vaccine failures, Victoria, Australia 1994-2013. Vaccine 2017,
35, 7084–7087. [CrossRef]

62. Kazár, J.; Gajdosová, E.; Kovácová, E.; Valková, D. Immunogenicity and protective ability of corpuscular and soluble vaccines
prepared from different Coxiella burnetii phase I strains. Acta Virol. 1995, 39, 243–249. [PubMed]

63. Russell-Lodrigue, K.E.; Andoh, M.; Poels, M.W.; Shive, H.R.; Weeks, B.R.; Zhang, G.Q.; Tersteeg, C.; Masegi, T.; Hotta, A.;
Yamaguchi, T.; et al. Coxiella burnetii isolates cause genogroup-specific virulence in mouse and guinea pig models of acute Q
fever. Infect. Immun. 2009, 77, 5640–5650. [CrossRef] [PubMed]

http://doi.org/10.1007/978-94-007-4315-1_13
http://doi.org/10.1086/589862
http://doi.org/10.1128/iai.31.2.641-645.1981
http://doi.org/10.1007/978-94-007-4315-1_5
http://doi.org/10.1186/1471-2172-10-26
http://www.ncbi.nlm.nih.gov/pubmed/19426498
http://doi.org/10.1128/IAI.00101-10
http://www.ncbi.nlm.nih.gov/pubmed/20351144
http://doi.org/10.1128/IAI.00602-17
http://doi.org/10.1128/iai.00824-19
http://doi.org/10.3389/fmicb.2020.01546
http://doi.org/10.1093/infdis/jiz146
http://doi.org/10.1128/IAI.01767-06
http://doi.org/10.1038/s41577-019-0145-4
http://www.ncbi.nlm.nih.gov/pubmed/30846856
http://doi.org/10.1038/s41541-021-00296-6
http://www.ncbi.nlm.nih.gov/pubmed/33741986
http://doi.org/10.1128/iai.19.1.194-198.1978
http://www.ncbi.nlm.nih.gov/pubmed/624586
http://doi.org/10.1128/iai.15.2.601-607.1977
http://www.ncbi.nlm.nih.gov/pubmed/844906
http://doi.org/10.1016/j.vaccine.2012.09.017
http://www.ncbi.nlm.nih.gov/pubmed/23000126
http://doi.org/10.1017/S0950268800059458
http://www.ncbi.nlm.nih.gov/pubmed/2323360
http://doi.org/10.1128/CVI.00613-12
http://www.ncbi.nlm.nih.gov/pubmed/23192629
http://doi.org/10.1093/qjmed/hcs119
http://doi.org/10.1017/S0950268812000404
http://doi.org/10.1099/00222615-19-3-281
http://doi.org/10.1016/S0140-6736(84)91617-9
http://doi.org/10.1016/j.vaccine.2017.10.088
http://www.ncbi.nlm.nih.gov/pubmed/8722292
http://doi.org/10.1128/IAI.00851-09
http://www.ncbi.nlm.nih.gov/pubmed/19786560


Pathogens 2021, 10, 1223 16 of 17

64. Kazár, J.; Schramek, S.; Brezina, R. The value of skin test in Q fever convalescents and vaccinees as indicator of antigen exposure
and inducer of antibody recall. Acta Virol. 1984, 28, 134–140. [PubMed]

65. Izzo, A.A.; Marmion, B.P. Variation in interferon-gamma responses to Coxiella burnetii antigens with lymphocytes from vaccinated
or naturally infected subjects. Clin. Exp. Immunol. 1993, 94, 507–515. [CrossRef]

66. Keijmel, S.P.; Raijmakers, R.P.; Bleeker-Rovers, C.P.; van der Meer, J.W.; Netea, M.G.; Schoffelen, T.; van Deuren, M. Altered
interferon-γ response in patients with Q-fever fatigue syndrome. J. Infect. 2016, 72, 478–485. [CrossRef]

67. Schoffelen, T.; Textoris, J.; Bleeker-Rovers, C.P.; Ben Amara, A.; van der Meer, J.W.; Netea, M.G.; Mege, J.L.; van Deuren, M.; van
de Vosse, E. Intact interferon-γ response against Coxiella burnetii by peripheral blood mononuclear cells in chronic Q fever. Clin.
Microbiol. Infect. 2017, 23, 209.e9–209.e15. [CrossRef]

68. Schoffelen, T.; Sprong, T.; Bleeker-Rovers, C.P.; Wegdam-Blans, M.C.; Ammerdorffer, A.; Pronk, M.J.; Soethoudt, Y.E.; van
Kasteren, M.E.; Herremans, T.; Bijlmer, H.A.; et al. A combination of interferon-gamma and interleukin-2 production by Coxiella
burnetii-stimulated circulating cells discriminates between chronic Q fever and past Q fever. Clin. Microbiol. Infect. 2014, 20,
642–650. [CrossRef] [PubMed]

69. Zhang, G.; Kiss, K.; Seshadri, R.; Hendrix, L.R.; Samuel, J.E. Identification and Cloning of Immunodominant Antigens of Coxiella
burnetii. Infect. Immun. 2004, 72, 844–852. [CrossRef] [PubMed]

70. Zhang, G.Q.; Samuel, J.E. Identification and cloning potentially protective antigens of Coxiella burnetii using sera from mice
experimentally infected with Nine Mile phase I. Ann. N. Y. Acad. Sci. 2003, 990, 510–520. [CrossRef]

71. Vigil, A.; Chen, C.; Jain, A.; Nakajima-Sasaki, R.; Jasinskas, A.; Pablo, J.; Hendrix, L.R.; Samuel, J.E.; Felgner, P.L. Profiling
the humoral immune response of acute and chronic Q fever by protein microarray. Mol. Cell. Proteom. 2011, 10, M110.006304.
[CrossRef] [PubMed]

72. Wang, X.; Xiong, X.; Graves, S.; Stenos, J.; Wen, B. Protein array of Coxiella burnetii probed with Q fever sera. Sci. China Life Sci.
2013, 56, 453–459. [CrossRef]

73. Vigil, A.; Ortega, R.; Nakajima-Sasaki, R.; Pablo, J.; Molina, D.M.; Chao, C.C.; Chen, H.W.; Ching, W.M.; Felgner, P.L. Genome-
wide profiling of humoral immune response to Coxiella burnetii infection by protein microarray. Proteomics 2010, 10, 2259–2269.
[CrossRef] [PubMed]

74. Beare, P.A.; Chen, C.; Bouman, T.; Pablo, J.; Unal, B.; Cockrell, D.C.; Brown, W.C.; Barbian, K.D.; Porcella, S.F.; Samuel, J.E.; et al.
Candidate Antigens for Q Fever Serodiagnosis Revealed by Immunoscreening of a Coxiella burnetii Protein Microarray. Clin.
Vaccine Immunol. 2008, 15, 1771–1779. [CrossRef] [PubMed]

75. Xiong, X.; Wang, X.; Wen, B.; Graves, S.; Stenos, J. Potential serodiagnostic markers for Q fever identified in Coxiella burnetiiby
immunoproteomic and protein microarray approaches. BMC Microbiol. 2012, 12, 35. [CrossRef] [PubMed]

76. Xiong, X.; Qi, Y.; Jiao, J.; Gong, W.; Duan, C.; Wen, B. Exploratory study on Th1 epitope-induced protective immunity against
Coxiella burnetii infection. PLoS ONE 2014, 9, e87206. [CrossRef]

77. Xiong, X.; Jiao, J.; Gregory, A.E.; Wang, P.; Bi, Y.; Wang, X.; Jiang, Y.; Wen, B.; Portnoy, D.A.; Samuel, J.E.; et al. Identification of
Coxiella burnetii CD8+ T-Cell Epitopes and Delivery by Attenuated Listeria monocytogenes as a Vaccine Vector in a C57BL/6
Mouse Model. J. Infect. Dis. 2016, 215, 1580–1589. [CrossRef]

78. Reeves, P.M.; Raju Paul, S.; Baeten, L.; Korek, S.E.; Yi, Y.; Hess, J.; Sobell, D.; Scholzen, A.; Garritsen, A.; De Groot, A.S.; et al.
Novel multiparameter correlates of Coxiella burnetii infection and vaccination identified by longitudinal deep immune profiling.
Sci. Rep. 2020, 10, 13311. [CrossRef]

79. Lee, P.Y.; Wang, J.-X.; Parisini, E.; Dascher, C.C.; Nigrovic, P.A. Ly6 family proteins in neutrophil biology. J. Leukoc. Biol. 2013, 94,
585–594. [CrossRef]

80. Scholzen, A.; Richard, G.; Moise, L.; Baeten, L.A.; Reeves, P.M.; Martin, W.D.; Brauns, T.A.; Boyle, C.M.; Raju Paul, S.; Bucala, R.;
et al. Promiscuous Coxiella burnetii CD4 Epitope Clusters Associated With Human Recall Responses Are Candidates for a Novel
T-Cell Targeted Multi-Epitope Q Fever Vaccine. Front. Immunol. 2019, 10, 207. [CrossRef]

81. Scholzen, A.; Richard, G.; Moise, L.; Hartman, E.; Bleeker-Rovers, C.P.; Reeves, P.M.; Raju Paul, S.; Martin, W.D.; De Groot, A.S.;
Poznansky, M.C.; et al. Coxiella burnetii Epitope-Specific T-Cell Responses in Patients with Chronic Q Fever. Infect. Immun. 2019,
87. [CrossRef]

82. Li, Q.; Niu, D.; Wen, B.; Chen, M.; Qiu, L.; Zhang, J. Protective immunity against Q fever induced with a recombinant P1 antigen
fused with HspB of Coxiella burnetii. Ann. N. Y. Acad. Sci. 2005, 1063, 130–142. [CrossRef]

83. Gilkes, A.P.; Albin, T.J.; Manna, S.; Supnet, M.; Ruiz, S.; Tom, J.; Badten, A.J.; Jain, A.; Nakajima, R.; Felgner, J.; et al. Tuning
Subunit Vaccines with Novel TLR Triagonist Adjuvants to Generate Protective Immune Responses against Coxiella burnetii. J.
Immunol. 2019, ji1900991. [CrossRef] [PubMed]

84. Williams, J.C.; Hoover, T.A.; Waag, D.M.; Banerjee-Bhatnagar, N.; Bolt, C.R.; Scott, G.H. Antigenic structure of Coxiella burnetii.
A comparison of lipopolysaccharide and protein antigens as vaccines against Q fever. Ann. N. Y. Acad. Sci. 1990, 590, 370–380.
[CrossRef]

85. Hackstadt, T.; Peacock, M.G.; Hitchcock, P.J.; Cole, R.L. Lipopolysaccharide variation in Coxiella burnetti: Intrastrain heterogeneity
in structure and antigenicity. Infect. Immun. 1985, 48, 359–365. [CrossRef]

86. Peng, Y.; Zhang, Y.; Mitchell, W.J.; Zhang, G. Development of a lipopolysaccharide-targeted peptide mimic vaccine against Q
fever. J. Immunol. 2012, 189, 4909–4920. [CrossRef] [PubMed]

http://www.ncbi.nlm.nih.gov/pubmed/6145346
http://doi.org/10.1111/j.1365-2249.1993.tb08226.x
http://doi.org/10.1016/j.jinf.2016.01.004
http://doi.org/10.1016/j.cmi.2016.11.008
http://doi.org/10.1111/1469-0691.12423
http://www.ncbi.nlm.nih.gov/pubmed/24118683
http://doi.org/10.1128/IAI.72.2.844-852.2004
http://www.ncbi.nlm.nih.gov/pubmed/14742528
http://doi.org/10.1111/j.1749-6632.2003.tb07420.x
http://doi.org/10.1074/mcp.M110.006304
http://www.ncbi.nlm.nih.gov/pubmed/21817167
http://doi.org/10.1007/s11427-013-4472-6
http://doi.org/10.1002/pmic.201000064
http://www.ncbi.nlm.nih.gov/pubmed/20391532
http://doi.org/10.1128/CVI.00300-08
http://www.ncbi.nlm.nih.gov/pubmed/18845831
http://doi.org/10.1186/1471-2180-12-35
http://www.ncbi.nlm.nih.gov/pubmed/22420424
http://doi.org/10.1371/journal.pone.0087206
http://doi.org/10.1093/infdis/jiw470
http://doi.org/10.1038/s41598-020-69327-x
http://doi.org/10.1189/jlb.0113014
http://doi.org/10.3389/fimmu.2019.00207
http://doi.org/10.1128/IAI.00213-19
http://doi.org/10.1196/annals.1355.021
http://doi.org/10.4049/jimmunol.1900991
http://www.ncbi.nlm.nih.gov/pubmed/31871024
http://doi.org/10.1111/j.1749-6632.1990.tb42243.x
http://doi.org/10.1128/iai.48.2.359-365.1985
http://doi.org/10.4049/jimmunol.1201622
http://www.ncbi.nlm.nih.gov/pubmed/23053512


Pathogens 2021, 10, 1223 17 of 17

87. Milner, K.C.; Finkelstein, R.A. Bioassay of endotoxin: Correlation between pyrogenicity for rabbits and lethality for chick embryos.
J. Infect. Dis. 1966, 116, 529–536. [CrossRef]

88. Kokorin, I.N.; Pushkareva, V.I.; Kazár, J.; Schramek, S. Histological changes in mouse liver and spleen caused by different Coxiella
burnetii antigenic preparations. Acta Virol. 1985, 29, 410–415. [PubMed]

89. Williams, J.C.; Damrow, T.A.; Waag, D.M.; Amano, K. Characterization of a phase I Coxiella burnetii chloroform-methanol residue
vaccine that induces active immunity against Q fever in C57BL/10 ScN mice. Infect. Immun. 1986, 51, 851–858. [CrossRef]

90. Kazár, J.; Votruba, D.; Propper, P.; Schramek, S. Onset and duration of immunity in guinea pigs and mice induced with different
Q fever vaccines. Acta Virol. 1986, 30, 499–506.

91. Williams, J.C.; Peacock, M.G.; Race, R.E. Immunization of dogs with Q fever vaccines: Comparison of phase I, II and phase I
CMR Coxiella burnetii vaccines. Rev. Elev. Med. Vet. Pays. Trop. 1993, 46, 87–94. [CrossRef] [PubMed]

92. Waag, D.M.; England, M.J.; Pitt, M.L. Comparative efficacy of a Coxiella burnetii chloroform:methanol residue (CMR) vaccine
and a licensed cellular vaccine (Q-Vax) in rodents challenged by aerosol. Vaccine 1997, 15, 1779–1783. [CrossRef]

93. Fries, L.F.; Waag, D.M.; Williams, J.C. Safety and immunogenicity in human volunteers of a chloroform-methanol residue vaccine
for Q fever. Infect. Immun. 1993, 61, 1251–1258. [CrossRef]

94. Feng, J.; Hu, X.; Fu, M.; Dai, L.; Yu, Y.; Luo, W.; Zhao, Z.; Lu, Z.; Du, Z.; Zhou, D.; et al. Enhanced protection against Q fever in
BALB/c mice elicited by immunization of chloroform-methanol residue of Coxiella burnetii via intratracheal inoculation. Vaccine
2019, 37, 6076–6084. [CrossRef] [PubMed]

95. Pollard, A.J.; Bijker, E.M. A guide to vaccinology: From basic principles to new developments. Nat. Rev. Immunol. 2021, 21,
83–100. [CrossRef]

96. Zhang, Y.X.; Zhi, N.; Yu, S.R.; Li, Q.J.; Yu, G.Q.; Zhang, X. Protective immunity induced by 67 K outer membrane protein of phase
I Coxiella burnetii in mice and guinea pigs. Acta Virol. 1994, 38, 327–332. [PubMed]

97. Schulze, L.S.C.; Borchardt, S.; Ouellet, V.; Heuwieser, W. Effect of a phase I Coxiella burnetii inactivated vaccine on body
temperature and milk yield in dairy cows. J. Dairy Sci. 2016, 99, 541–550. [CrossRef]

98. Williams, J.C.; Peacock, M.G.; Waag, D.M.; Kent, G.; England, M.J.; Nelson, G.; Stephenson, E.H. Vaccines against coxiellosis and
Q fever. Development of a chloroform:methanol residue subunit of phase I Coxiella burnetti for the immunization of animals.
Ann. N. Y. Acad. Sci. 1992, 653, 88–111. [CrossRef]

99. Schmeer, N.; Müller, P.; Langel, J.; Krauss, H.; Frost, J.W.; Wieda, J. Q fever vaccines for animals. Zent. Bakteriol. Mikrobiol. Hyg. A
1987, 267, 79–88. [CrossRef]

100. Arricau-Bouvery, N.; Souriau, A.; Bodier, C.; Dufour, P.; Rousset, E.; Rodolakis, A. Effect of vaccination with phase I and phase II
Coxiella burnetii vaccines in pregnant goats. Vaccine 2005, 23, 4392–4402. [CrossRef]

101. Rousset, E.; Durand, B.; Champion, J.L.; Prigent, M.; Dufour, P.; Forfait, C.; Marois, M.; Gasnier, T.; Duquesne, V.; Thiéry, R.; et al.
Efficiency of a phase 1 vaccine for the reduction of vaginal Coxiella burnetii shedding in a clinically affected goat herd. Clin.
Microbiol. Infect. 2009, 15, 188–189. [CrossRef]

102. Achard, D.R.; Annie, Q. Fever Vaccination in Ruminants: A Critical Review. In The Principles and Practice of Q Fever; Simoes, J.C.C.,
Anastacio, S.F., de Silva, G.J., Eds.; Nova Science Publishers: Hauppauge, NY, USA, 2017; pp. 367–389.

103. Beare, P.A.; Samuel, J.E.; Howe, D.; Virtaneva, K.; Porcella, S.F.; Heinzen, R.A. Genetic diversity of the Q fever agent, Coxiella
burnetii, assessed by microarray-based whole-genome comparisons. J. Bacteriol. 2006, 188, 2309–2324. [CrossRef] [PubMed]

104. Samuel, J.E.; Frazier, M.E.; Mallavia, L.P. Correlation of plasmid type and disease caused by Coxiella burnetii. Infect. Immun. 1985,
49, 775–779. [CrossRef] [PubMed]

105. Hendrix, L.R.; Samuel, J.E.; Mallavia, L.P. Differentiation of Coxiella burnetii isolates by analysis of restriction-endonuclease-
digested DNA separated by SDS-PAGE. J. Gen. Microbiol. 1991, 137, 269–276. [CrossRef]

106. Hackstadt, T. Antigenic variation in the phase I lipopolysaccharide of Coxiella burnetii isolates. Infect. Immun. 1986, 52, 337–340.
[CrossRef] [PubMed]

107. Yusuf, H.; Kett, V. Current prospects and future challenges for nasal vaccine delivery. Hum. Vaccines Immunother. 2017, 13, 34–45.
[CrossRef]

108. van Doremalen, N.; Purushotham, J.N.; Schulz, J.E.; Holbrook, M.G.; Bushmaker, T.; Carmody, A.; Port, J.R.; Yinda, C.K.;
Okumura, A.; Saturday, G.; et al. Intranasal ChAdOx1 nCoV-19/AZD1222 vaccination reduces viral shedding after SARS-CoV-2
D614G challenge in preclinical models. Sci. Transl. Med. 2021, 13, eabh0755. [CrossRef]

109. Gregory, A.E.; van Schaik, E.J.; Russell-Lodrigue, K.E.; Fratzke, A.P.; Samuel, J.E. Coxiella burnetii Intratracheal Aerosol Infection
Model in Mice, Guinea Pigs, and Nonhuman Primates. Infect. Immun. 2019, 87, e00178-19. [CrossRef]

110. Beasley, D.W.C.; Brasel, T.L.; Comer, J.E. First vaccine approval under the FDA Animal Rule. NPJ Vaccines 2016, 1, 16013.
[CrossRef]

http://doi.org/10.1093/infdis/116.5.529
http://www.ncbi.nlm.nih.gov/pubmed/2866695
http://doi.org/10.1128/iai.51.3.851-858.1986
http://doi.org/10.19182/remvt.9404
http://www.ncbi.nlm.nih.gov/pubmed/8134661
http://doi.org/10.1016/S0264-410X(97)00107-2
http://doi.org/10.1128/iai.61.4.1251-1258.1993
http://doi.org/10.1016/j.vaccine.2019.08.041
http://www.ncbi.nlm.nih.gov/pubmed/31477436
http://doi.org/10.1038/s41577-020-00479-7
http://www.ncbi.nlm.nih.gov/pubmed/7793356
http://doi.org/10.3168/jds.2015-9628
http://doi.org/10.1111/j.1749-6632.1992.tb19633.x
http://doi.org/10.1016/S0176-6724(87)80191-8
http://doi.org/10.1016/j.vaccine.2005.04.010
http://doi.org/10.1111/j.1469-0691.2008.02220.x
http://doi.org/10.1128/JB.188.7.2309-2324.2006
http://www.ncbi.nlm.nih.gov/pubmed/16547017
http://doi.org/10.1128/iai.49.3.775-779.1985
http://www.ncbi.nlm.nih.gov/pubmed/4030104
http://doi.org/10.1099/00221287-137-2-269
http://doi.org/10.1128/iai.52.1.337-340.1986
http://www.ncbi.nlm.nih.gov/pubmed/3957431
http://doi.org/10.1080/21645515.2016.1239668
http://doi.org/10.1126/scitranslmed.abh0755
http://doi.org/10.1128/IAI.00178-19
http://doi.org/10.1038/npjvaccines.2016.13

	A Brief History of Q Fever Vaccine Development 
	Correlates of Protection and Immunologic Considerations for an Effective Q Fever Vaccine 
	Rodent Models 
	Humans 
	Summary 

	The Role of Bacterial Antigens in C. burnetii Vaccine-Induced Protection 
	Antigenic Identification 
	LPS as a Mediator of Protective Responses 

	Current Approaches in Q Fever Vaccine Development 
	Modified WCVs 
	Subunit Vaccines 
	Coxiellosis Vaccines 

	Looking towards the Future: Considerations for an Improved Q Fever Vaccine 
	References

