1.00 KY195975 Paleosepharia posticata .| Paleosepharia

Antennal segment 2 equal to 3 1.00 KY039142 Monolepta sp.

® Antennal segment 3 longer than 2 0.97 OR582724 Monolepta bicavipennis | Monolepta
0.57

ORS582725 Monolepta cavipennis °

0.82

MF946618 Macrima straminea Macrima

0.92

ORS582726 _Monolepta wilcoxi Y

ORS582727 Monolepta pallidula )

0.74 Loo—— MT178239_Monolepta hieroglyphica

1.00

KY039102 Monolepta quadriguttata

1.00 OMS867791_Monolepta signata Monolepta

1.00

ONS838377 Monolepta epistomalis

0.96 ONS838399 Monolepta xanthodera

MK409736 Monolepta occifluvis

1.00

MF946621 Monolepta atrimarginata

1.00—— KXO087251_Calomicrus pinicola Calomicrus

—— MWO035611_Leptomona sp. Leptomona

MF946622 Oides maculatus
- Outgroups

MF960098 Oides livida
Figure S3. Phylogenetic tree reconstructed using Bayesian inference method based on 15 genes (13 PCGs + 2 ¥rRNAs) (18 species) under CAT-GTR model.
Newly sequenced species in this study are highlighted in red color. The numbers above nodes are Bayesian posterior probabilities. Tips of synonymous

species are highlighted in black color. Asterisk indicates that the bootstrap value of the node is lower than 0.50. Different colored backgrounds represent the



