Table S5. The distance between the partial carbon atoms on the amino acid residues of OachGOBP1 and each farnesol atom.

M THR32-CA THR32-CB THR32-CG2 TRP60-CD1 TRP60-CE2 TRP60-CZ2 Structure

C1 51A 47 A 48 A 50A 41A 3.8 A

2 6.0 A 54A 57A 6.1A 53A 50A

C3 6.4 A 6.4 A 6.4 A 73 A 6.6 A 6.2 A

c4 58A 62 A 6.4 A 79 A 71A 6.7 A

C5 7.6 A 7.8 A 7.6 A 8.5A 7.8 A 7.5 A

Cé6 8.8 A 8.7A 8.5A 8.7A 7.9 A 7.5 A

c7 10.0 A 10.0 A 9.8 A 10.1 A 9.2 A 8.6 A

c8 10.4 A 10.5 A 10.5 A 10.6 A 9.4 A 8.6 A | 1
9 9.8 A 9.8 A 100 A 9.9 A 8.4 A 754 o NN,
C10 11.7 A 11.9A 11.9A 12.1 A 10.9 A 10.0 A

ci 11.8 A 122 A 123 A 12.9 A 11.8 A 11.0 A

c12 11.5A 12.0 A 123 A 13.1 A 11.8 A 10.9 A

c13 105 A 11.0 A 114 A 125A 113 A 10.5 A

Cl4 9.3 A 9.9 A 10.2 A 11.5A 10.5 A 98 A

C15 10.5 A 1124 11.7 A 13.0 A 11.7 A 10.8 A

016 44 A 3.7A 354 4.0 A 37A 38A

Note: “partial carbon atoms” refers to the carbon atom on an amino acid hydrogen-bonded to the ligand and within the range of ligand 4 A.
The atoms on all ligands (except hydrogen atoms) are numbered for statistical purposes. The atom numbers are shown in the structure column.



Table S6. The distance between the partial carbon atoms on the amino acid residues of OachGOBP1 and each Z11-16: OH atom.

0OachGOBP1

J11-16: OF oo TRP60-CD1  TRP60-CE2  TRP60-CZ2  TRPG0-CH2 Structure

c1 83 A 7.6 A 71A 8.1A

2 9.1 A 82A 75 A 83 A

c3 10.5 A 9.6 A 9A 9.7 A

c4 11.0 A 10.1 A 9.5 A 10.1 A

cs 123 A 112 A 10.4 A 109 A

Cé6 13.0 A 11.8A 11.0 A 113 A

c7 12.7 A 11.7 A 109 A 112 A

c8 12.9 A 11.7 A 10.9 A 109 A

) 1.7 A 10.4 A 9.6 A 9.6 A I N S N e e S
C10 109 A 9.4 A 8.5 A 8.5 A C g
cl 9.6 A 82 A 74 A 75A

c12 85A 73 A 6.6 A 6.8 A

c13 8.4 A 75 A 71A 75A

c14 72 A 6.5 A 62 A 6.9 A

cis 6.1 A 524 48 A 55A

C16 48 A 43 A 42 A 524

017 45 A 35A 32A 44 A




Table S7. The distance between the partial carbon atoms on the amino acid residues of OachGOBP2 and each Z3-Hexen-1-ol atom.

0OachGOBP2
Z.3-Hexen-1-o0l atomt THR88-C ARG132-CZ Structure
C1 103 A 103 A
C2 8.8 A 9.2 A
c3 83A 83A
C4 7.1A 7.0 A
Cs 6.0 A 6.3 A
Ceé 53A 48 A
07 39A 42 A

Table S8. The distance between the partial carbon atoms on the amino acid residues of OachGOBP2 and each Linalool atom.

achGOBP2
THR31-CA THR31-CB THR31-CG2 TRP59-CE2 TRP59-CZ2 Structure
Linalool atom

C1 48 A 47 A 48 A 4.6 A 43 A
C2 45A 48 A 49 A 6.0 A 58A
C3 49 A 5.6 A 6.0 A 6.9 A 6.4 A
C4 62 A 6.9 A 72 A 82A 7.7 A
CSs 7.4 A 8.1A 83A 8.6 A 8.0 A
Ceo 7.8 A 82A 85A 8.0A 72A
c7 8.7A 9.4 A 9.5 A 10.0 A 9.4 A
C8 6.2 A 6.0 A 58A 49 A 4.6 A
c9 7.0 A 6.9 A 6.5 A 6.1 A 59A
C10 51A 49 A 54 A 43 A 3.7A

on 4.1A 3.7A 35A 3.7A 39A




Table S9. The distance between the partial carbon atoms on the amino acid residues of OachGOBP2 and each [3-lonone atom.

QachGOBP2
SER78-C Structure
p-Ionone atom
01 4.1A
C2 5.0A
C3 59A
C4 57 A
C5 55A
Cé6 6.5A
C7 6.8 A
C8 6.3 A
c9 8.1A
C10 8.9 A
C11 9.0 A
C12 7.7 A
C13 7.4 A

Ci14 8.3 A




Table S10. The distance between the partial carbon atoms on the amino acid residues of OachGOBP2 and each Z11-16: OAc atom.

0OachGOBP2
Z11-16: OAc atom SER78-CB Structure
C1 7.4 A
C2 7.7 A
Cc3 8.4 A
C4 82A
Cs 7.8 A
Co 82A
C7 9.1A
C8 95A
9 10.6 A 3
C10 103 A
c1u 99 A 1 3 5 6 8 10 12 14 16 )K
C12 85A 2 4 7 9 1 13 15 9 19
C13 7.8 A
C14 63 A
C15 62 A
C16 58A
017 45A
C18 46 A
C19 58 A

020 4.1A




Table S11. The distance between the partial carbon atoms on the amino acid residues of OachGOBP2 and each Z3-Hexenyl acetate atom.

OachGOBP2
THR31-CA THR31-CB THR31-CG2 Structure
Z3-Hexenyl acetate a

C1 44 A 5.1A 55A

C2 3.7A 40 A 45A "
03 4.1A 4.1 A 4.1 A ')
C4 53A 49 A 49 A

C5 6.5A 6.3 A 62 A 5
Cé6 6.8 A 6.6 A 62 A 1

c7 7.6 A 7.7 A 7.2 A

C8 8.4 A 8.6 A 83A

C9 8.0 A 8.5A 8.4 A

010 35A 3.7A 4.6 A




