
 

Figure S1. Neighbor-Joining tree based on the COI barcoding region of Mansonia species. This analysis involved 78 nucleotide 

sequences with a total of 658 positions in the final dataset. The percentage of replicate trees in which the associated taxa clustered 

together in the bootstrap test (1000 replicates) are shown next to the branches. Only nodal support > 70% is shown. 


