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Figure S1. Wild bee expected species richness among plots See Table S3 for richness raw data and estimates.
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Figure S2. Univariate post-hoc analysis of temporal trends selected by the most parsimonious virus distribution models. (a) single-individual bee samples (n = 103): non-significant variation of ABPV prevalence (z = 1.707, p = 0.088) and a significantly decreasing IAPV prevalence (z = -2.364, p = 0.0181) ; (b) 10-individuals L. malachurum samples (n = 41): ): non-significant variation of SBV prevalence (z = -0.035, p = 0.972) and of ABPV prevalence (z = -1.301, p=0.193), but a significantly decreasing BQCV prevalence (z = -1.989, p = 0.047). * shows significant trends (p < 0.05).
[image: Figure S3-SBVabSauv2014-2015_MLH]
[bookmark: _GoBack]Figure S3. Maximum likelihood nucleotide phylogeny of SBV sequences corresponding to the capsid protein (n = 63). There was a total of 310 nucleotides in the final dataset. Numbers correspond to the year of sampling, letters refer to genus and last numbers to sample code (listed in supplementary Table S2).
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Figure S4. Maximum likelihood nucleotide phylogeny of BQCV sequences corresponding to the capsid protein (n = 66). There was a total of 450 nucleotides in the final dataset. Numbers correspond to the year of sampling, letters refer to genus and last numbers to sample code (listed in supplementary Table S2). All branches showed bootstrap values <<70% and sequences were >98% similar.




2
image3.jpeg
e
e
rsisaze
e
e
sty

ere
1587
13850
15849
1304
1584
15845
15800
13036
158
15804
a1z
15810
L arzaisi0.1 oy Garmany 2

14606

1s02

1a07

[E—

1ag01
148705
1agT07

15845

e

sast
122
15002
ot
10
AV152712:1 98 Sophiat

= liasns

13805
a7

[ AF2040151 55V Gormany |

— KD190n 158V St

= 151
14805
[E—
[
150
[—
1aLas

15847
[ sranisir.1cev avsrin
e

fEre

15Lhs

151515

8F284625.1[05 Gemmany &

w s
L 1agombucz Dsursawes20t2
13041

11

15LHS14

2348281150 I

Ke240734. 1B
e

237361 11CSBY China2000

AF284827.1198 Nepal 1
g A, 1BV Nepal 4





image4.png




image1.emf



Wild bee expected species richness



10



20



30



Yr1, pilot plot Yr2, pilot plot Yr2, nearby plot Yr2, distant plot
Study plots



S
pe



ci
es



 ri
ch



ne
ss



 S



Expected S
Rarefied S for 100 ind.










Wild beeexpectedspeciesrichness

10

20

30

Yr1, pilot plot Yr2, pilot plot Yr2, nearby plot Yr2, distant plot

Study plots

S

p

e

c

i

e

s

 

r

i

c

h

n

e

s

s

 

S

Expected S

Rarefied S for 100 ind.


image2.png
100% -

100%-

Virus

2 S 2
2 3 <

sousienald papipald

it
o

Virus

2 S 2
2 3 <

sous|enaid pajoipaid

0%~

0%-

15

i

Days since flowering

2

1

1

Days since flowering




