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Figure S1. construct schematic of shRNA expression vectors in pJET1.2 cloning vector for all ShARNAs

used in this study.
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Figure S2. Clustal Omega alignment of 10 Ae. aegypti putative dsRNase genes aligned to Serratia

marcescens nucA (P13717). The predicted proton acceptor histidine residue is highlighted in yellow.
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Table S1 Primer sequences used in qRT-PCR assays in this study.

Accession # GenelD 5’-3’ forward primer sequence 5’-3’ reverse primer sequence
AAEL009496 S7rp AAATAAATTCGCTATGGTTTTC CCTTCTTGCTGTTGAACTCG
AAEL004092 CGAGTGGAATAAACTAGCTTCAG CAAGCTCCAAGTATTCGCCT
AAEL002042 ATGGTGACGCTGTGTTGAAC GAGGGTCAGAACGTCGTAGA
AAEL004103 4103 AGATTCGCTCCATCCTGCTC TGAACCCATTGCTGCAAACG
AAEL006348 AGAACCGCTGTAGAATCGCA GCCCAAAGAAATTTTACAGCCGT
AAEL006326 GTACAACGGGGACTTCGACA GCTCTACCTGTTCACCGCTT
AAEL003123 AGCATACGTGGAATAAATCTGGT TTGGACTCGAGCTGCATCTG
AAEL008876 GGAGCTCACCTGGGAAGAAC GACGCTGTATTGTTGTTTGCAT
AAEL008858 8858 CCGTTTTGTITGGGTTCGCAA GCGTTGACAACCTGCCATTG
AAEL008857 GATTCGACTCCAAGCTGCTC ACACCGATGCACTGGGATAC
AAEL008861 GGACGCGGATGGAATCTACC GTITGACAACCTGCCACTTCG

Table S2. Primer efficiency data for qRT-PCR assays used in this study. R? values and percent
efficiency (E%) are shown for each primer set (Supplementary Table 2) and tissue type. PCR reactions
with insufficient data are shown as not determined (ND).

Gene Female gut Female carcass Larva gut Larva carcass

R? E% R? E% R? E% R? E%
AAEL009496 0.995 97.9 0.992 101.1 0.991 97.2 0.989 102.1
AAEL002042 0.977 101.6 0.986 99.2 0.982 97.8 0.972 96.1
AAEL003123 0.995 101.7 ND ND 0.998 100.9 ND ND
AAEL004092 0.989 98.5 ND ND 0.991 99.1 ND ND
AAEL004103 0.991 98.5 0.987 99.9 0.996 101.1 0.984 101.8
AAEL006326 0.988 96.2 ND ND 0.984 97.8 ND ND
AAEL006348 0.99 98.9 0.989 96.3 0.997 96.7 ND ND
AAEL008857 0.986 95.9 0.982 96.4 0.986 96.9 0.982 95.8
AAEL008858 0.994 96.8 0.991 97.4 0.992 96.9 0.989 97.8
AAEL008861 0.949 97.6 ND ND 0.988 99.2 ND ND
AAEL008876 0.987 96.8 0.982 96.2 0.991 98.8 0.995 97.4

Table S3. shRNA constructs used in this study.

Strain Number E. colistrain  Gene target and length Target Sequence 5'-3’
1 HT115 (DE3) pJET-8858 22mer ACAAGTACCTCTTGCGGTGGCG
2 HT115 (DE3)  pJET-4103 22mer ATTGCTCGGAGCTAGGAGTGAA
3 HT115 (DE3)  pJET-8858 26mer CCTGTTCTGGAATTCTGGCGAGACTA
4 HT115 (DE3) pJET-4103 26mer ATATTGCTCGGAGCTAGGAGTGAATC
5 HT115 (DE3)  pJET-eCFP 21mer CCATGATATAGACGTTGTGGCTG
6 HT115 (DE3)  pJET-scramble 23mer GTATAGTATAGTATACCGTATAA
7 HT115 (DE3) pJET-DsRed 23mer ACCGTGAAGCTGAAGGTGACCAA

Table S4. Locations of ten Ae. aegypti dsRNase genes and current VectorBase (VB) community
annotation status. Approximate locations of these genes on chromosome map are shown with arrows.

Gene Genome Location Description
AAEL025217 Ch;gg;‘;sg(g;e % No description
Ch 3: d ibodsRNAse I, putative [S :VB C it
AAEL008861 ;gzr;(;zozr;; eoxyribods se Aprtllni t;vt(ieo[n ]ource ommunity
Ch 3: d ibodsRNAse I, putative [S :VB C it
AAEL008857 ;(;161;(;%(())1:; eoxyribods se Aprlllni t1avtie0[n ]ource ommunity
h : d ibodsRNAse I, putati :VB it
AAELO00SS76 C ;c;z;c;sz(;ze 3 eoxyribodsRNAse I, gsnz t1;1;0[r51:]ource Community
AAEL008858 Chromosome 3: deoxyribodsRNAse I, putative [Source:VB Community

236643493 Annotation]
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h : d ibodsRNAse I, putati VB it
AAFL003123 C ;(73171;(;2(;1;63 eoxyribodsRNAse I, Aprtllnztzfo[j]ource Community

h : ibodsRNAse I i VB i
AAFL006348 C 2(9)161;022(;1%83 deoxyribodsRNAse I, A}‘);thli:;?o[f]ourcev Community
AAEL006326 Ch;gzr;(;;?rfoe 3: deoxyribodsRNAse I, Ap;lr’iitt;\/go[j]ource:VB Community
AAEL004103 Chz(())llxé(;s;;?lle 3: deoxyribodsRNAse I, Aprlllrtlittzfo[j]ource:VB Community

h : d ibodsRNAse I, putati VB it
AAFL004092 C 2(03111;86(;181663 eoxyribodsRNAse I, Aprtllnztzfo[j]ource Community

Table S5. Mortality observed in ds8858 26mer shRNA feeding experiments compared to dsScramble
controls. Survival was scored after five days of feeding on shRNA expressing bacteria in petri dishes
with 20 larvae per dish. Abbott’s adjusted mortality for all ds8858+dseCFP = 56.3% (n = 80).

Treatment Replicates Mean Survival Standard
Error
dsScramble 4 (n=80) 0.88 0.037
ds8858+dseCFP 4 (n=80) 0.38 0.062
ds4103+dseCFP 2 (n=40 0.83 0.053
2x dseCFP 2 (n=40) 0.90 0.071
ds4103+ds8858+dseCFP 2 (n=40) 0.70 0.035
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