Supplementary material

Table S1. Specimen codes of the Lepidocyrtus species studied and GenBank accession numbers for
nucleotide sequences generated for this study.

Species Specimen code GenBank ID
CcoI1 EF1- a

L. arrabonicus L030305 MT136169

L. arrabonicus L030306 MT136170

L. arrabonicus 1042602 MT136171

L. arrabonicus L042604 MT136172

L. cyaneus L022302 MT136173 MT153249
L. cyaneus L030102 MT136174 MT153250
L. cyaneus L032910 MT153251
L. cyaneus L032911 MT136175 MT153252
L. curvicollis L180601 MT136176 MT153253
L. curvicollis L180602 MT136177 MT153254
L. curvicollis L180603 MT136178 MT153255
L. curvicollis L180604 MT136179

L. curvicollis L180605 MT136180

L. florae L170311 MT136181 MT153256
L. florae L170312 MT136182

L. florae L170314 MT136183

L. florae L170315 MT136184

L. isabelleae L041905 MT136185 MT153257
L. isabelleae L041906 MT136186 MT153258
L. isabelleae L041907 MT136187 MT153259
L. isabelleae L041908 MT136188 MT153260
L. isabelleae L041909 MT136189

L. isabelleae L180506 MT136190 MT153261
L. isabelleae L180507 MT136191 MT153262
L. isabelleae L180508 MT136192

L. isabelleae L180509 MT136193

L. lanuginosus L040215 MT136194

L. lanuginosus L042606 MT136195 MT153263
L. lanuginosus L042608 MT136196

L. lanuginosus 1042609 MT136197

L. lanuginosus L042610 MT136198

L. lignorum L030307 MT136199

L. lignorum L032903 MT136200

L. lignorum L032904 MT136201

L. lignorum L050306 MT136202

L. lignorum L050308 MT136203

L. lignorum L050315 MT136204

L. lignorum L051015 MT136205

L. lignorum L051016 MT136206 MT153264
L. mariani L022305 MT136207

L. mariani L030105 MT136208 MT153265
L. mariani L180501 MT136209

L. mariani L180502 MT136210 MT153266
L. mariani L180504 MT136211 MT153267
L. nigrescens L042613 MT136212

L. nigrescens L170601 MT136213 MT153268
L. nigrescens L170604 MT136214

L. nigrescens L170605 MT136215

L. paradoxus L022303 MT136216 MT153269
L. paradoxus L030103 MT136217 MT153270

L. paradoxus 1041913 MT136218
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Table S2. Pairwise distance matrix (uncorrected p-distances, %) for COII sequences

Loarr L. flo Lcya Llan Lisa L.ser L.tom L.vio L.ligl L1lig2 Ltra Lpeil L.pei2 L.pei3 L.nig L.par L.cur L.mar
L. arrabonicus (n=4) 1.0%
L. florae (n=4) 192% = 2.9%
L. cyaneus (n=3) 24.8% 249% | 0.2%
L. lanuginosus (n=5) 21.3% 239% 202% | 0.0%
L. isabelleae (n=9) 26.1% 255% 24.5% 25.3% | 0.8%
L. serbicus (n=4) 24.6% 257% 262% 239% 19.7% | 3.5%
L. tomosvaryi (n=b) 25.6% 269% 252% 269% 201% 21.7% | 0.1%
L. violaceus (n=4) 24.0% 271% 275% 23.7% 263% 241% 25.0% @ 0.0%
L. lignorum 1 (n=4) 272% 265% 265% 260% 267% 263% 258% 20.1% @ 0.7%
L. lignorum 2 (n=4) 24.6% 25.7% 252% 244% 258% 22.7% 259% 20.7% 14.7% 0.5%
L. traseri (n=3) 245% 24.6% 247% 24.0% 255% 259% 255% 20.8% 19.6% 204% | 1.9%
L. peisonis 1 (n=2) 28.8% 291% 28.7% 264% 304% 28.0% 304% 25.0% 264% 24.0% 24.7% | 0.0%
L. peisonis 2 (n=1) 27.3% 28.7% 289% 293% 284% 28.7% 283% 254% 249% 25.0% 249% 252% n.r.
L. peisonis 3 (n=2) 271% 271% 272% 261% 285% 257% 27.9% 241% 234% 212% 229% 259% 26.6% | 0.0%
L. nigrescens (n=4) 244% 26.0% 268% 239% 283% 27.6% 282% 23.8% 249% 248% 23.5% 244% 265% 279% | 3.7%
L. paradoxus (n=4) 245% 262% 28.6% 269% 282% 285% 28.6% 24.3% 253% 258% 22.7% 23.8% 257% 293% 145% @ 2.0%
L. curvicollis (n=5) 271% 291% 291% 249% 31.0% 275% 292% 255% 274%  25.6% 254% 267% 264% 271% 21.5% 24.3% @ 0.1%
L. mariani (n=5) 28.0% 28.2% 282% 26.6% 29.4% 28.0% 285% 272% 29.7%  285% 26.0% 27.8% 29.7% 283% 26.6% 259% 241% @ 0.6%




Table S3. Pairwise distance matrix (K2P, %) for COII sequences

Loarr L. flo Lcya Llan L.isa L.ser L.tom L.vio L.ligl Llig2 Ltra Lpeil L.pei2 L.pei3d L.nig L.par L.cur L. mar
L. arrabonicus (n=4) 1.0%
L. florae (n=4) 22.5% = 3.0%
L. cyaneus (n=3) 30.7% 30.9% = 0.2%
L. lanuginosus (n=5) 253% 29.0% 23.8% = 0.0%
L. isabelleae (n=9) 325% 31.9% 30.3% 31.4% @ 0.8%
L. serbicus (n=4) 30.3% 31.8% 328% 293% 23.3% | 3.7%
L. tomosvaryi (n=5) 31.6% 341% 31.3% 33.8% 23.7% 261% = 0.1%
L. violaceus (n=4) 29.1% 34.3% 352% 289% 334% 29.6% 30.9% | 0.0%
L. lignorum 1 (n=4) 34.3% 33.0% 331% 32.6% 33.8% 33.1% 323% 238% | 0.7%
L. lignorum 2 (n=4) 302% 31.8% 312% 299% 322% 27.5% 325% 24.6% 16.7% | 0.5%
L. traseri (n=3) 30.2% 30.2% 30.4% 29.4% 31.8% 325% 31.6% 250% 229% 241% | 2.0%
L. peisonis 1 (n=2) 36.8% 37.3% 369% 332% 395% 356% 39.7% 309% 332% 29.6% 30.5% 0.0%
L. peisonis 2 (n=1) 343% 36.9% 37.6% 383% 36.1% 367% 36.0% 31.8% 31.0% 31.1% 309% 31.0% n.r.
L. peisonis 3 (n=2) 34.0% 341% 342% 32.6% 371% 321% 356% 298% 28.6% 253% 279% 325% 34.0% | 0.0%
L. nigrescens (n=4) 29.9% 32.3% 335% 288% 36.0% 349% 357% 29.0% 30.7% 304% 28.6% 29.8% 33.0% 35.6% | 3.9%
L. paradoxus (n=4) 29.8% 32.5% 36.5% 33.5% 358% 36.5% 36.5% 29.8% 31.3% 320% 274% 289% 31.7% 381% 164% @ 2.0%
L. curvicollis (n=5) 342% 37.5% 37.7% 30.6% 40.8% 34.6% 37.7% 31.7% 347% 319% 31.6% 33.6% 329% 342% 257% 29.8% | 0.1%
L. mariani (n=b) 354% 359% 359% 333% 38.0% 357% 364% 342% 384% 368% 323% 35.6% 38.6% 367% 33.3% 322% 29.5% 0.6%




