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Table S1. Genetic distance matrix for mitochondrial cytochrome C oxidase I sequences. Pairwise genetic distance (p-distance) is in the lower left corner 
of the matrix, and standard error is in the top right corner denoted by blue text. 
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Table S2. Genetic distance matrix for internal transcribed spacer 2 sequences. Pairwise genetic distance (p-distance) is in the lower left corner of the matrix, 
and standard error is in the top right corner denoted by blue text. 

     1 2 3 4 5 6 7 8 9 10 11 12 13 
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 1 MN887241 - 0.00000 0.00000 0.00000 0.00000 0.00000 0.00000 0.00000 0.00367 0.00367 0.00367 0.00367 0.00367 

2 MN887235 0.00000 - 0.00000 0.00000 0.00000 0.00000 0.00000 0.00000 0.00367 0.00367 0.00367 0.00367 0.00367 
3 MN887236 0.00000 0.00000 - 0.00000 0.00000 0.00000 0.00000 0.00000 0.00367 0.00367 0.00367 0.00367 0.00367 
4 MN887237 0.00000 0.00000 0.00000 - 0.00000 0.00000 0.00000 0.00000 0.00367 0.00367 0.00367 0.00367 0.00367 
5 MN887242 0.00000 0.00000 0.00000 0.00000 - 0.00000 0.00000 0.00000 0.00367 0.00367 0.00367 0.00367 0.00367 
6 MN887239 0.00000 0.00000 0.00000 0.00000 0.00000 - 0.00000 0.00000 0.00367 0.00367 0.00367 0.00367 0.00367 
7 MN887238 0.00000 0.00000 0.00000 0.00000 0.00000 0.00000 - 0.00000 0.00367 0.00367 0.00367 0.00367 0.00367 
8 MN887240 0.00000 0.00000 0.00000 0.00000 0.00000 0.00000 0.00000 - 0.00367 0.00367 0.00367 0.00367 0.00367 
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9 MN887247 0.00674 0.00674 0.00674 0.00674 0.00674 0.00674 0.00674 0.00674 - 0.00000 0.00000 0.00000 0.00000 
10 MN887243 0.00674 0.00674 0.00674 0.00674 0.00674 0.00674 0.00674 0.00674 0.00000 - 0.00000 0.00000 0.00000 
11 MN887245 0.00674 0.00674 0.00674 0.00674 0.00674 0.00674 0.00674 0.00674 0.00000 0.00000 - 0.00000 0.00000 
12 MN887244 0.00674 0.00674 0.00674 0.00674 0.00674 0.00674 0.00674 0.00674 0.00000 0.00000 0.00000 - 0.00000 
13 MN887246 0.00674 0.00674 0.00674 0.00674 0.00674 0.00674 0.00674 0.00674 0.00000 0.00000 0.00000 0.00000 - 

 


