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Figure S1. Organization of the mitochondrial genome of Mythimna loreyi from Korea (GenBank
MT506351). ND: NADH dehydrogenase components (Complex I) in yellow. COX: cytochrome
oxidase subunits (Complex VI) in pink. ATP synthase in green. CYPB: cytochrome oxidase b in
purple. Ribosomal RNA genes in red, tRNA genes in blue. Noncoding regions are not colored.



