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Table S1. Experimental data with genomic copies of DWV-A&B per individual Myrmica rubra worker 
and Apis mellifera pupae used for feeding the ants. All samples from all treatments (1 = Treatment 1; 2 
= Treatment 2; 3 = Control; 4 = Honeybee pupae) and sampling weeks (13–16) are reported including 
the amount of template RNA used for reverse the transcription. 

Sample_Na
me 

Treatment 
* 

Sampling 
week 

Positive/Negative 
Assignment 

Genomic DWV Copies per 
Individual 

Template 
RNA 

T1_1 1 13 positive 6.04 × 107 500 
T1_2 1 13 positive 4.94 × 108 250 
T1_3 1 13 positive 7.87 × 107 100 
T1_4 1 13 positive 4.71 × 108 250 
T1_5 1 13 positive 1.78 × 108 50 
T1_6 1 13 positive 4.07 × 108 50 
T2_1 2 13 positive 6.12 × 109 50 
T2_2 2 13 positive 2.35 × 109 250 
T2_3 2 13 positive 4.69 × 109 50 
T2_4 2 13 positive 8.99 × 108 50 
T2_5 2 13 positive 6.92 × 108 50 
T2_6 2 13 positive 1.50 × 1010 50 
C_1 3 13 positive 1.85 × 105 100 
C_2 3 13 negative 1.48 × 103 250 
C_3 3 13 positive 7.58 × 105 500 

2_T1_1 1 14 positive 1.11 × 108 500 
2_T1_2 1 14 positive 4.66 × 109 250 
2_T1_3 1 14 positive 7.58 × 108 250 
2_T1_4 1 14 positive 6.82 × 107 250 
2_T1_5 1 14 positive 6.28 × 108 250 
2_T1_6 1 14 positive 4.43 × 107 250 
2_T2_1 2 14 positive 1.65 × 108 250 
2_T2_2 2 14 positive 2.89 × 108 250 
2_T2_3 2 14 positive 1.02 × 109 250 
2_T2_4 2 14 positive 9.80 × 107 250 
2_T2_5 2 14 positive 1.06 × 108 250 
2_T2_6 2 14 positive 1.22 × 109 250 
2_C_1 3 14 positive 2.00 × 104 250 
2_C_2 3 14 positive 1.34 × 104 250 
2_C_3 3 14 positive 2.32 × 104 250 
3_T1_1 1 15 positive 7.87 × 107 50 
3_T1_2 1 15 positive 1.77 × 107 250 



3_T1_3 1 15 positive 5.22 × 107 50 
3_T1_4 1 15 positive 9.53 × 107 100 
3_T1_5 1 15 positive 2.88 × 106 50 
3_T1_6 1 15 positive 6.51 × 107 250 
3_T2_1 2 15 positive 1.08 × 108 250 
3_T2_2 2 15 positive 8.90 × 107 50 
3_T2_3 2 15 positive 2.07 × 108 50 
3_T2_4 2 15 positive 2.50 × 108 250 
3_T2_5 2 15 positive 5.85 × 106 250 
3_T2_6 2 15 positive 3.71 × 108 50 
3_C_1 3 15 positive 2.55 × 103 250 
3_C_2 3 15 positive 2.27 × 103 250 
3_C_3 3 15 positive 1.23 × 104 50 
4_T1_1 1 16 positive 1.93 × 107 50 
4_T1_3 1 16 positive 1.45 × 107 50 
4_T1_4 1 16 positive 4.93 × 107 100 
4_T1_5 1 16 positive 6.98 × 106 250 
4_T1_6 1 16 positive 7.22 × 107 50 
4_T2_1 2 16 positive 2.50 × 107 50 
4_T2_2 2 16 positive 1.77 × 107 100 
4_T2_3 2 16 positive 6.01 × 106 50 
4_T2_4 2 16 positive 1.04 × 107 50 
4_T2_5 2 16 positive 1.50 × 106 50 
4_T2_6 2 16 positive 1.32 × 108 250 
4_C_3 3 16 positive 1.84 × 104 100 
FP_2.1 4 NA positive 2.10 × 1011 500 
FP_2.2 4 NA positive 1.66 × 1011 500 
FP_2.3 4 NA positive 1.18 × 1011 500 
FP_2.4 4 NA positive 2.98 × 1011 500 
FP_3.1 4 NA positive 3.17 × 1011 500 
FP_3.2 4 NA positive 2.54 × 1011 500 
FP_3.3 4 NA positive 2.18 × 1011 500 
FP_4.1 4 NA positive 2.44 × 1011 500 
FP_4.2 4 NA positive 5.81 × 1011 500 
FP_4.3 4 NA positive 1.12 × 1012 500 
FP_4.5 4 NA positive 7.23 × 1011 500 

 


