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Supplementary Figure S1. Chromosomal microarray of the proband. Interstitial duplication of
the long arm of chromosome 22 in the region 22q11.21 (18996947_21086225), 2.1 Mb in size
(arr{GRCh38] 22q11.21(18996947-21086225)x3 mat).
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Supplementary Figure S2. Chromosomal microarray of the mother. Interstitial duplication of the long arm
of chromosome 22 in the q11.21 region (18996947-21454704), 2.46 Mb in size (arr[GRCh38]22q11.21
(18996947 _21454704)x3.



