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Table S1. Statistics for exome sequencing. 

Sample Total reads Mapping 

rate (%) 

Median 

target 

coverage 

Coverage 

of target 

region (%) 

Fraction of target 

covered with at least 

20X 10X 

Family 1  IV:4 72,646,317 98.2 70 96.4 91.7 95.0 

Family 2  IV:2 121,948,763 99.1 91 96.2 93.2 95.1 

Family 3  III:3 62,823,866 97.7 59 98.7 93.7 97.7 

III:4 70,252,242 97.7 63 98.6 96.6 98.1 

IV:1 45,215,908 98.1 39 98.6 87.6 97.2 

Family 4  III:1 101,299,742 98.7 91 98.8 97.8 98.3 

III:2 78,607,702 98.8 73 98.7 97.0 97.9 

IV:1 95,540,376 99.2 89 98.7 97.6 98.1 

 
 

 


